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4 4 tiBm<^:^feo 
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(17 5) ±.|B7^— ^fi. ±^^^7T^M^mir^mm^'^t^, 1 4 

(17 6) ±^7"—^^. -blB-=e^j5^-{;L*3tt§^#lc:M-f-^1f#^-^tf. 
mm 4 4lc|5^(D^fe„ 

5 (17 7) J;|ax-^«. Jil2^ilS(^t^:^{c:M-rSlf#^-^tf, 1 4 4 

(17 8) Ji|E^::ii5^— ^3fe< ^ 2 a<5!):^i^#6<J 

B^Sr-^tp. mm 4 4tJ:|sm<D^feo 

(17 9) _h|B-=&rr:$^-$tL§^i|^^6<jH^^fi. i>)fe< th3m(0^t^^ffy 
10 B^^-^tp. 1 4 4 {ClB^(D5^&„ 

(18 0) ±w.^=^'$'—:^ti^^mm^m^i^. {S^ti:< ti>8m(D^m^&^ 

B^^-^tp. 1 4 4 {c|B«fe<^):^fe„ 
(18 1) ^#i^6<JBi^=Sr^#l3:51$^-r-5xm%$ 6>{e:'a^i-5. l 4 

15 (18 2) ±lB^iia«. #iHJII&*5j;W^liad*^;fc5g^J;«jjl^$ti.-5s 

g 1 4 4 izmm(D:^mo 

(18 3) ±lB^jt^{*. @tB^^t#:^^£f, «g 1 4 4 \^mm(D:^^, 

(18 4) Ji|B^^#:}*, ^tr-^tf. 5[g 1 4 4 l2:lB^<D;^ife„ 

(18 5) _h|Bi^<^^6<)B^f*^^:»-^"T?fe«?. Ji|Bj^JIIS«. ±IB:^^:9-^ 

(18 6) -hlBh7>';^:7 3z^ hJl@^gJi^;rcJ*:^*gtf«-e^Tt?^5> :Sgl 

8 5 },:imWt(D:^mo 

(1 8 7) _h|Sh^>;^:7m>^ hf*@11_hT'fT^5tL5x «g 1 8 5l;i|Bft(;5 
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(1 8 9) ±^msk(D-:fn-:7r'^/i^t=^>'h^^/\^:^u7T^;vt(D^:^t: 

(19 0) ±ib>^ci:7t^/h*. m-^mmmisxTj^^Mm^ib^hfj^^m^. 

"25 
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^^mizM-r^, Hm\^fci5^'f-(D^m^^-to hekk2 9 smmKMi^xE f 

5 f e c t t e n e|^^%ffiV^T. P E G F P -N 1 ^ h 7 i^;^ 7ac ^ i^g 
ft. 

10 3 i^^m<o^^<D—m^^-to 

15 men. S'«^<^^^'-^^ffiV^fc«-a-<^^7>';^:7 3:^5'i^3 V-O^^tl^^-f- 

^7j*. y^>^vi:^^^i^(omm^o. o. 27. 0. 53. 0. 1. 

0 7*3a;t;?l. 33 (-^rtb^tL/z g/^L) i: bTS^ ©7*1-- hit? h ^ >- 

C) <^)^;tm^T?fe5o hMSC^, 4%(^PFA^ffiV^, l^m-T :xd{^3.-<— 
25 h UTH^bfCo W-fe^^ : S Y.TO 6 1) *3j:t;«g^^t^^ : T^d^^f- 
K-X^rn^i^:^) w^^^^^^g^^ (LSM5 10, 
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Carl Zeiss Co., Ltd, tf /^i^xC X= 1 • 0 ; M^^Pi 
= 0. 4) ^ffiV^T#fCo 

^m\z.^^xiSi:'M.-^f\.fz.mnmm(Dm^mo 4%(d.p 

laiSAfi, m^^h'7>:^y:x^i!^>yal^TUyC (SPTA) f^M^^^Sfe^:^ 

Bl^ (SPTA) (Oy^^—M.^^-iro lai 3 AttS PTA2|£IJJgo?Te^ h^-Y V 
20 mm-Cfe5o 

llli3C}i, m^lhX(Oh'7>:^y:^^^^3y'(o^m^^^'ro 

l§ll4Afi. ^^fc^V^fc5o(^^J}a^{^:oV^T. G¥Vm.m/mm2^m 

9 (om^%m'^h LT^^-rs;^ife^^-f„ 
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5 ^^tbJfcd^ofco 5 0 0 A mtr:^-t-o 

mi5\t. HEK2 9 3», H e L a NIT3T3« (FSTSJ 
fcbT^■r)^ HepG2^IS, *3J;TJ?hMSC^||V^T. l^+i h 7 i^J?^ 7 31 rJ' 
15 '>a>'?fe*3j;t;5SPTA<lr^Toyhj^m^:^t-, ^7>';^:7all5^i^3 i^^^Sr. 

s c^istii^isicu s p T A(Dm^fimm^MnjE^x:$>?> (la 1 5 bt)o 

20 I1I16{4. #^7^5/ hr^(D+aS5«5|ll:iMi-'5l^^=-^^-ril!-CfoSo APS* 

^^3j;tJ«4'if)o ;itT.lJ:MUT. f^-^'T'^lra-T"^ :/i/Ujfc3i):»ofc#'^. H^fb 

p EGF P-N l:j3j;U«pD s R e d 2 -N 1 ^rtT*2jm^ls::/y b ^ 

35 



wo 2005/021744 



PCT/JP2004/009404 



igi8A{*. :*:^8l<Z>^3afi^^^^(D— gai^^i-o 1^1 8A (pNEFAT 

10 - d 2 EGF P/^^;if7"^:/3:x *3 j^TJ^HIl 8 B (pERE 

15 5) <D^mi!^S!iSr^^;Os^'fbUfci:J|£(J®fU:/to ^'fbfl#IB^&^« (0- 
17. 5^ra) *3j;tJ«^^ (1 7. 5-31. 5^^) 3^ibU«tCh-i5^7P (0 
-3 1. 5^ra) (OlZP^lClS^JoT. Mi|iii|'I=5iiiL_b (TH^5) Olim^Wj 

^mmufct<D^ -^eixeATOggibr-feoi^^o^ (-) t^^uyto ;:i 

(^^^d>e>, A*5j;TJ«B(D:7'n7T-l'/Hi> 1^ 1 8 Afc JcOT 1 8 BC»T<^^ 
20 (^<3; 5f^:Wffi$ti/fco wCD^ff -e^i, -ji^cDV^— i?— c^lim^ (A+B + 

misBf*. :^mm(Dmm^M^m(Dm(D—m^^-r, ^m(Du:^^'$r—<D 

25 mmm (A + B+ • • • . n) -e«. nM<^ISM^«^U ;itbilrn-e#Jo^ 
3Fi!^©JfeM?lrf^AfeU li<itiiil±<^^lll^^fbi:^3^jjLfc„ HIlSBfeft. 2o 
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mi 9:&\z^vrci 7mm(Di^^mi'^UT^-^-tv. z.ti?>(Dmm-:fuy 
r^)v^mmm\z-mnvrc mi9>^)o c<Di7mm(D'fuyT^m^iE>. & 
^oic<^:/D:7y^;i,$jfttHL> mm (mi 8) (D:^miz^'DX. ^mw^mi^ 
(oj!^^^uyr-<)i'<D^mm^mmtvxtvxwmL'rco 

m2o\t. ^immwmiz^if^mmmmmm^<D-'m^^'ro ^itmmw 
m\zi^\^^x^M\zi^m-^n^m.^^tD-^^mt^'^rct^. m2 oo^v^m 
M^ntz. mmmt. i7<DU'^'-^'-m-fy^Bis:W:(D^<DB:<D\y^-^—^m 

^m^^hrc%(D^. mmmm^^o-31. o-i?. 5, 17. 5- 

mt. i7jiDT^^o rcrzvmm^i7\timKfx$>^o z.<Dm3^^t>^<D 

tc^b. m2 Q<D^'yy\zmhrz. ^(Dmmz^y)^ ^i\:(Dz:<^m\zmhx 
^imm^^mx'^f^\^-m. mi ^m^mjM\z^\^^xu. ismx^^o 

1^2 1^3:. ^m\Mn\z^n^m.mfiimi^Wi(D-m^^'ro m2otnm 

ifvy\zm.^n^^ou^^^%tz. m2o\zmm(r>m\Mm^<Dm^iiit^ 
^t.. ±'^<mu^o ^(D\tmz^'ox. mmifi^imm\zm-^'DX\,^^<Dii^ 
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la 2 8 si RNAmilk(Oyu h ^/VSr^-t-o 

132 9Af*. s iRNAmmcD^^^^-ro ±f*hMSCT'05^m^^U 
TftHe L a«T-<D^m^^-r„ ^#^?:i. s i RNAcDj^^ g/^ L) 

|gl29Bfi, mmVvl^:^y^^%y^ly (PC12) :Sr37-^^I Vn- 
•7^W^:^i/J::T^Tofc::#^Os i RNAO^m^:^-t- o El 2 9 B (A) fi, EG 
^P^^^^*5a:tJ«^EGFP s iRNA:Sr*h7>';^7^^^>3i.L/cP 
C12||flflS^^t-o HcRe d(^^;eiS^-feL. pEGFP- 

;&5^^$tT.> 132 9B (A) {c:}3tt^^Mf*. RNAi05^mT'fc5^t:as$ft 
m^t^fc. 132 9 B (A) *3j;U?|32 9B (B) {e:*3(t-5^^(?53^S:Sr:f=B^6tJ 
t^:^L;rcI3^l32 9B (c) \z.7^^^ Ymmnnm^^^m-t. EGFPIc: 

RNAi ^pDNA^(DJt^^^l(,$ii:fc^(^, EGFPo?RNAi h^^^ 
'7^^^;v (Mock) RNAii:^Jt|{^L:/h^*-Cfc5o E 
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:^^Xfm (EGF PS5|$(D->'^-:h/U) Ji, rna i (O^mi-it^J UT^^HfCo 
5 1112 SDJCfi, RNA i U:^-;5^-SrffiV>fc^y:/om^|g^:^i-„ ^ V:/ 

y h>>^^/ut LTRNA i ^mmvtcm-^. ^(Or^ V:fv LTEGF 

10 |ll2 9Elc:ft^ S^OV-JiK— (pAPl-EGFP, pAPl (PMA) -EGFP, 

pCRE-EGFP, PE2F-EGFP, pERE-EGFP, pGAS-EGFP, pGRE-EGFP, 
pHSE-EGFP, pISRE-EGFP, pMyc-EGFP, pNFAT-EGFP, pNFkB-EGFP, 
pRARE-EGFP, pRb-EGFP, pSTST3-EGFP, pSRE-EGFP, pTRE-EGFP, 
PP53-EGFP, pCREB-sensor, pIkB-sensor, pp53-sensor, 

15 pCasapase3-sensor; V';^ v hga2?IJ}*^ Ci i/ i j^Ao ^% 

HIS 1 Btt^ =3.— i3>'^^n^/>'de'^ — -^(DRNA i (OM^^ V 7 'y 

msicicf*, m^<Df-u^^:ye^'i — (ra) *5j;t;? 
25 (NGF) OJ^^Sr:^-^^ s i RNA-C<D|5aW%^^byt„ 

39 



wo 2005/021744 



PCT/JP2004/009404 



15 0 3 6 fi, y'^^^^^mm^m\^^x^m(Dmmz.M'r^mm.i^^^wm.'r^'9- 

03 y'^:^^^^nmt:m\^^xm.m(Dmmi^M-r^mm^^^wm.'r?>'^ 
03 9ft. y'-:^^^\-Msk^m\^^xm.m(Dmmz.M'r^mf^mm^nm.-r^'^ 
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m^m^i 2 : mmm-^mmi.fcs i rna 

iB^iJ#-^l 3 : '^^:^(Om.nu±y^-l 7(heptanal-sens 
i t i V e ) (Dl^^ (G e n b a n k ^^#-^ (Accession Num 
b e r ) AF 1 0 6 0 0 7)„ 

mmm-^l 5 : '^^:^<DmWil^'^:^^ — S 1 (mc 9/b c 9-e qu i- 
s e n s I t l v e) (Ge n b a n k^lt#-^AF 1 2 1 9 7 2)o 

iH^j#-^ 1 6 : m^m-^ 1 5 Kmm(Dmmc = - k $ k„ 

iB^J#-^l 7 : ■^t^:^(Of^Mu±-;^^ — S 50 (cc9-sensitiv 
e) (Dl^Wt (Ge n b a n k^^#-^AF 1 2 1 9 8 0)o 

BH^IJ#-^l 9 : '-r^:^(Dm%^^±'^^ — S 1 9 (m c g/mh g/b c 9- 
equi-sens i t ive) (Dl^^ (G e n b a n k^||fc#-^AF 12 1 
9 7 6)„ 

Ba^ij#-^ 2 0 : ia^ij#-^ 1 9 \z.mm(Dmm\^ =^—v^^^'^>^<i^m:o 

ia^J#-^2 1 : •^e7;:^O0R2 3 (lyral-sensitive) (Ge 
n b a n k^lt#-^X 9 2 9 6 9 05 a— K^^<d;9^) (Omi^o 
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ia^J#-^23 : '^t7:^(OW^ni^±-:f^-\z<:>\,^X(DmOR-EY (v a n i 
llin-sensitive) (^^^ (G e n b a n k^fi^##AB 0 6 1. 

2 2 9)„ 

@B^J#-^2 5 : ■^^:7.(Do r 3 7 acomm (G e n b a nk^^|k#-^A J 1 

3 3 4 2 4)o 

ia^J##2 7 : •^e7;^(?5n^t:V'-fe7'^-C 6(^;^M (Ge nb a nkS^lt# 
10 #AF1 0 2 5 2 3)o 

mmm-^2 9 '•^tf7.(n>^%\^^^^^Y^<OWm. (Genbank^li^# 
■^AF 1 0 2 5 3 Do 

15 ia^J#-^3 1 '^•^^7s(0^%\.-^f^^s<6(0mn. (Genbank^«ii# 
•^AF 1 2 1 9 7 4), 

®a?ij#-^ 3 2 : la^im-^ 3 1 \z.^Wu(omk\c = — k $ tt-s v^n-'J^ a„ 

ia^lJ#-^3 3 : '^^^^(O^'wLX^-^zf^—^ 1 8©;^^ (G e n b a n k^^^ 
#-^AF 1 2 1 9 7 5)0 

20 mm%- 3 4 : @a^ij#-^ 3 3 i^iBm<^^^{;i =3 - k § tvs ^ i^^-^ij^ 

ffi^lJ#-^3 5 : •^^:^(0^%\^-^-^^>-^ 2 5(Dmm (G e n b a n k^lt 
#-^AF 1 2 1 9 7 7)0 

iB^lJ#-^3 7 : ^^:^<Dm,%l^±y'^-S4 6(Dmm. (Ge nb a nk^lSt 
25 #-^AF 1 2 1 9 7 9)0 
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ia^iJ#-^3 9 ■'^^:^(DG^:^y<^^a-f-:f:::u=..y (Genban 
k3iiit#-^M3 6 7 7 8)0 

iH^lJ#-^41 :-^p:^(DG^:yy<t^^^-^-^xi.z:.y \.(omm. (Genban 
5 k^@!i#-^M8 7 2 8 6)p 

iB^iJ#-^4 3 •^^:^(DG^>y<^Wy^y:=^='iyh(Dmm (Genban 
k^^#-i-U3 7 5 2 7)0 

0 ia^i#-^4 5 '^^^^(DJz&mmm'f- (EGF) W-t^jJ^-c??:^^ (Oen 
b a nkM^#-§-BCO 2 3 7 2 9), 

ia^J#-i-4 7 : ^ii^9-e^fflUfc s i RNACOiBMo 



Tanj. rthej fjiE) Ji. #{;lm:S.U;fcV^PS^9 , ^(D^m^(Om'^^%^ 
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mm-r^mmm^^i^ti^ p^m^^^w±m^^x.. m^mm^^xj^^(Dmm. 
-t^^mmxhoxh. xnmiz^^^i^tiitms^ m^ts. m^mm. mu^^ 

^^^hiM^m^f\.^^^X^^, 
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mt^m\^hfh. 3^y)wm^yt. ^wumm m^\t. w^m. ^^m. "^-mm. 
i^mm. m^m. ^mm. -^^m. ^^m. ^mm. \mm. "^mm^.m^. 

i-^<Dm:mmm^\t, m-^m (titbit, ^ 

nm'w\^m^ir^-h(D-^-h :^mmm\^:^\^^x ^m^^ -^tdt [^'^j t 
20 ^mm^m m^\t. mm. mm) T'«^'i'f*#^o^M6^iHs^%ov><o 

^^m^mmk-r^wmit^ ^m. jfew. ^m. wm. sm mm. m. 
nm. m. mm. mm. m. mmmn. mmfj:}ft^mifhn^i)^^hhiz.m^ 

m&mm. mmmms^. m'wmm. ^ms^. stmrnm. ^mmm. 'n^^mm^. 
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:^mmm\^:^\^^x mmi (tissue) ir^, ^mm^mz.^\,^x . mm, 

mmm. mm^^ititm^m^m\zim^^. ±^m.m. m^mm. mmmm. 
10 #«mM5^cfcafi3iE!gij$ttSo mmxii. ^mmmco^mmmi^x^x^mm.^ 
t^xmmtiz±wi^fh. i^it.m^mm(ommi^x^xm~mmtm'B-mmt 

(rp 1 u r i p o t e n c yj) ^m'r^mS^^\f^ 0 o 

mmi-±. (Es) }Nej}s*:fe«:mm^^iis mm^^nrnm. m^^^mm^ 

20 1 9 8 imz.^^xm^^th. IQSd^&^^yiy^T^h-r^y^i^i^i,!;^, 
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f>tb5o mi[:,m^(Dmwmmii^ti.xft. m mm) n 
't(DDNA:^^nmmm^\^m^^j:\^^±x<Dmm.^\^^^, i^mm^m 
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^U-CV^S (f 1 a nk i n g) Sa5?lJ (fiP*>> 5 ' *S^*3j;tJ^3' 5|c 

w m^\t. ^^itm) ^mnv. mmi!i^mm0ki^rx'^m^mMvm 

mwrn^. wwm^. Mum,. ^mn. 't-mm. •w^mm. -B-^^jia. 
#*&^ffi^iBJ5&. jfiLWi^-^^i^x -fe^Jifflfla^ ^nmuu. mtHwrn. 

^JiS^^. ^5feH^=-l-^"r^^S^^ 5t^^Bm> stfe^*^^^ 

t2:Mi-55|^?!nLSr$i-o J; 5 JfeJl^^^: bTf*> -t^ll^Jix tJ^-fb^l^Sx 
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v^^mti^^'^oo =6&o-c. r#|gi4j *3j:tJ« r#^<iii6j ^?g^^#^^*5v^ 

m'^m^^^MX'hy) . it± (me t a p l a s i a) Jiiq^tmSo Vi)^Vm 

<^T#^litto^mm^*^^v^o ^mi^^-T^o m.immmi-i. # 

^^^3^t5^ mmW- (Emb ryoid Body) <DJ^1^^ ^^k^^^^TT' 

43v>-c. #m'l4c^9■fe^ ^m'^(Di.^K^w^mmir^±.x(omm<DmmK^ 
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:*:|gJMt=l^:*5V^X rg^J (agent) fcUTti. ^I^-TS i6«JSr^^i-S 
;^-y =f>?>5^ 5?i5^W:^^K. mfk m^^^ cDNA. >5^/-^DNA 

mn. mm^^^ mK.\t. y:^f^b\ it^^^i^K. 

j^mm^yt. ^o^v ^^f- v\z.^\^x!i^mmz.m\^^ti^f^w.i^^f^^'^'^<^^ 

^fi^^tfimm^f\^^o :ifmmmK^^^xmmfj:^ii^^^m^t\.xn. m 
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^mmm(DM-hJxm^i:Mm\^^\f^x\'i^^^(Dm^KA^ r t tfmm^ti?>o 
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■h? o%m—vh^^^, x^ts-^v<it^Pfj:<th8o%^ 90%. 95%. 

9 6%, 9 7%. 9 8%^tH-i9 9%m-X-h^m^. ^tlh(Dm.^^i^iiQm 

10 rn^^ir^ 
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10 y V':^5^K>t'<^)y ^^^v^:3z;^7^7i.^-a.dSj}s;2L;i}^ti^;^:ii— h^-a-l^l^m 

$ti.fc^^#::e-y iJ^ W;^^ h\ ;^y ^ U-:*-^ K^fJO y 
^-a-iiSNS' -P5' its':^iisxiT%^-V^^^\z.W$k^^tMn^ir^)^y^'^ 
V;^^ b\ :^y ^ l^;^-^ Ki^xZ) y h V l^mi^=^:^TJl'^^t7!)^-<-:/ 

15 O ^7 7 v/i->6S C - 5 >^ n tf c=i/^ i> 7 'V/v-eSil $ fiit.m^i^y^ V ^ i^:^^ 

4'OVhi^>'36S:7 2n/dE-f-t^>'{^K&^:x}s^/i^ (phenoxaz i n e-mo 
20 d i f i e d c y t o s i n e ) tbfcf|^#::^ y =fp? ^ 1/;;^^ h\ 

B'NA^<DV^—:!^ff^2' -O-yntVwy jj?— ;:^-t?gm$tb;fe^#^*::^y 
p?^l^:^^K*3j:tJ?:^y =f5?^ V':^^ K^'O y j}?— 2 * hdei^aih^e 
ixy 7}?-;:^-T?sm^n:^c^^^;e-y =i'5?i5^ w;t^K5^ce^W!l^$^5o m^-^ 
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tlJ^J;!9^^$tt#5 (B a t z e r b> Nu c 1 e i c Acid Res. 
19:5081 (l991);Ohtsukae>. J. Biol. Chem. 2 
5 60:2605-2608 (1985);Rossolinie>, Mol. Ce 
11. Probes 8:91-98 (199 4))o :7 ^ :^n^j5^^^^(7) J; p 
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5 ^W;^-^K i-^^ib^n) {c^LT. l — n- l*-e<Z>ga^JS$Sr^"r55!Ky^ 
f- ^(O^^, 3. 4. 5. 6. 7.8. 9. 10. 15, 20.25; 30. 

4 0. 5 0*5j;t;?^tL£i.±(DT^/^«s^»f btb. ^^(ni^^mz.n^\.x\^ 

#5„ *fc. :^yp?i>'W:^^K<^m'a'. 5. 6. 7. 8. .9. 10. 15, 2 
0. 25. 30. 40. 50. 75. 1 0 0 *3 J;UJ^tbmJh(D5< W:^-^ K;6S 

^tffetb. z.:L(D^w-^\z.n^'ux\^fi:\^mm.xn^^^^^ mkA-t^ ii 
fct^M^f^JLTi 0%) ©^<^^>-^tpr.^^s^ig$tbSo ^<n>x.bfi.nm-^^ 
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5f5(Z)DNA^®^'fbb:fe.7W"/Wt5' — lfffiV^T. 0. 7~1. OM©NaCl# 
^Ts 6 5'C"t?/N'f iJ^^r^-iXa V^Sr^Tofc^. 0. 1 ~ 2'f^^^|g(Z) S S 
C (saline — sodium citrate) ( 1 '^Wi.'^<0 S S C 

15 ^l^t^mjEifett^ ISOmM mj^-^Y]> 15mM J^^^-^^fyi^A 

:?Ky^i^ W;r5^K^^5fe-f-^„ ^^-r:/y i5^-r-^-i^3:/(i. Mo I e c u l a 
r Cloning 2nd ed., Current Protocols 
i n Mo lecular Biology, Supplement 1~3 
20 8^ DNA Cloning l:Core Techniques, A P 
ractical Approach, Second Edition, Ox 
ford University Press (1995) ^(r>%^^\Z.^^ 

T-e^^-f :/y dry( xi-5iE^Jd^b}*> 0^ b< fi. Aia^ij(o^*/cf^TiB3?«(?5 
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C K NH4C U CHgCOONa. NagCOg), (^OHjOSi^lJiao 
15 TVN5t>©, -gSJ^fi, NaHCOa. KHSO4. CaHP04). ^mmm. m 
^(DOHfim(D^izm^X\i^^-h(0. m:^t£. MgC I (OH). CuCl (O 

20 HEPES. ^^b;^;/!.^/!^^^, m-^hy!j7A. ii'fb;^7y mih-^^^u 
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^y-r— ^v^v^, -^[i^fi, :e^y rc^^vw ^ ^KyLy^/^-^ -^^^Ky^^ 

nx^lt.m'M.t'UXyt. m^\t. DNA(?5j;5 3^i^T=;ri/tt7Ky-^— (^)j;5}3:$> 

20 #«bfci^S^ bTf*. -03|x.ti. DNA, RNA, PNA. y ^7"^ b\ -ft; 
Al-#mbyt#f®^ UT«. DNA. RNA. PNA. JKy^7"^K. >fb'a-<fe, 
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tmi^ V\f^U^m^^y<— hi — (omm^^\f^Xi-t. (D^<^ tr^lt 
^p^_^V^V^, mk.it. DNA. RNA. PNA. :^V^y'^V\ it^m. 

10 ^xp3fcpg:^$tv;^&v\ 

20 #S)i-§^(Z)^v^Po 
SiJ(^^ v/^— ^V^5o 
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5 n^tfa^mw (Mx.fi. 3as^(^^i^mj:i3V>Td^;fe< ^^tsfcS- 

15 mMis^x:^/i^tnti^iz.:^mvtcmm) it. mi^m^m^mir^^itim'^x. 
\z.m^^th^m^it. ^'rvhms^m.mmmw^ti^titmhtj:i!)^^ti:it 

:^mmm^^\f^X \':fxx-'-f\ hit. ^^tf bn*5j;U?/^fcfi-f 
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^^(omkmrnun^^m-t^b^^^^, n'^mi3:i^mb\.x\t. blast 

(Altschul et al., J. Mol. Biol. 215:403- 
15 4 1 0 (1 9 9 0)). FASTA (Pear son & Lipman, P 
roc. Natl. Acad. Sci., USA 85:2444-2448 
(1 9 8 8)), Sm i t h and W a t e r m a nife ( S m i t h an 
d Waterman, J. Mol. Biol. 147:195—197 (l 
9 8 1)), *3j:tJ«Ne e d 1 ema n and Wu n s c h^Sfe (N e e d 1 
20 eman and Wu n sch, J. Mol. Biol. 48:443—4 

5 3 (1 9 7 0)) ti:}£f)mkfhfi^t^^fhtb\z.m-^^f\.fi:\i\ ^e^^mtmm 

nrW (Wi^oTWT5^-fe^), PCR*3J;TJ? in situW:/y 
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KS(0^ 1 3 (D^Wt^^^ K«<Dx 1 4 (DiSM-t^^^ K«0, 

a^g-r^p? ^ K;5©, 1 8 (ommt^^^ u:^^ Kft(^. 1 9 (Dmm-T 

J; 0* L < il^/j; < i: % 8 0 $ b J^i^if ^ U < t*. 9 0 jfe, 

t3i/7A (^aj^t^, LASERGENE, PrimerSelect, DNA 
Star) S^fflV^T^ToT^>J:V\ 

/-h\^<n.-^W^mM.^'^^-^^ (MHC) l^-felT"^— (cj;:5^lilJ:ov^Ti^> 
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15 BlCi^^^tt^o Geysenb (198 4) Proc. Natl. 

Acad. Sci. USA 81:3998 (Ff^<D^mi-:J3Jt ^^fe^Mtt^ 

ffl#fF^4, 7 0 8, 8 7 1-^ mmco:^:.}^ h—yt:mMV. ^UT^b^fi!j{C 
-^^i-^:^fe<^#)l|S) ; *5j:tJ«Ge ysene> (198 6) Molecular 
20 I mmu n ology 23:709 (M^©^#:^^:^bT^iV^SfP'14^^f 
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T^/^(DS^OiH2?iJ;6Si^^^T?fo!9, 0*U<J*^ -(^IH^Jf^, {i^fj:<th4 
T^/^, J;»90^L<«5T5:/ig, BT^ym. 7T^y^, ST^/^s 
9T^/^. lOT^y^, 15T^/^, 20T5/^, 2 5T^y^(DM. 

20 $*frTJ;v\ 

ttf^V\ :ik^^^o:^y ^-^^^-/^feWciF a b:»-^, F (ab ') 
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e r *3a;t5Mi Istein, Nature (1975) 256:495) ^ 
fc\-i^(D^^ Buckb(1982) In Vitro 18:3 

#blx:/tB^JIfe (i-'fe^3*>-r--*XOi«ilb:fcl^liiJ^JIIS) Sr^^^^n^-rj^iiSirlSli 

:2ic|g^#l::*3V>T r^Mj (antigen) ti-i^ ^i^^^\z.X<:>X9l^m^ 
l!li©-a'^tL#$tt^(Z)aSSrV>5o ^BJJlffl*lc*5VNT r:fe^MJ (immune 
gen) i:}*. ^m^m^:^mJt^^^±^^ y :^^-«^?£'l4'fk;^M^^L#S^J!l 
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^(Dmrnm^. —m^^mi^m-vmisbsbthxv^^ (Ky t e. j^xx^do o 

5 1 ittle, R. F. J.Mol. Biol. 157 (1):105-132, 
1 9 8 2)„ ymoi^7K6*Jtt||ft. ^^\^1t.^l^^<^W(DIll^mm\Z.^^V^ 

10 > (+4. 5);^^P^(+4. 2) ; i+3. 8) ; ■^a^^;VTv=-i^ 

(+2. 8) ; ->>^v"-r>'/->'>^^i/ (+2. 5) : (+ 1. 9);r 

^^V' (+1. 8);^VZ^i^ (-0. 4) ; (-o. 7);"fe!;v(- 

0. 8);MJ:7'f77'>'(-0. 9):^n (- i . 3 ) ; i/a y (- i . 
6) ; t:;^^i;?>' (-3. 2 ) ; ^ (-3. 5) ; (- 3 . 

15 5) ; T;!^^-?7^i^^ (-3. 5) ; t;^^-«7=3?v (-3. 5);yi?^^(-3. 

9) •.:is:^X^TJV^=-iy (-4. 5)) -efc^o 

7!imm^m\^m>xmm^ti^o 

"25 4, 1 0 l#le:|B^$tL§«fc5te:x £ilT(^J^;4c14^t»ST5/^aS{;ifa!9^ 
T^)t^/TV^5 :T;>'^=^:^ (+3. 0) ; y (+3. 0) ; T:?^^^•7^>^ 
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(+3. o±i) ; ^ji^^^i^m (+3. 0±1) '.^V^- i+0. 3);T;^^^• 
y'^^ (+0. 2) ; ^/vff i+o. 2) ; ^Vi^> (0) ; (- 
0. 4) ;^X2V> (-0. 5±i) :T9=^iy (-0. 5) ; (-o. 
5) ; i^y^T^iy (-1. 0) ; ^^:t=-l^ (-1. 3) ; /^U i-l. 5) : 
5 o^Ti/:/ (-1. 8) ; -fyn-r-^- (- 1 . 8) ; (- 2. 3) ; 

=:/kT9=^>^ (-2. 5) ; *5j;-05by :7^h:7T:/ (-3. 4)oT^ym;5S|^ 

n :7 r >f /^*3 i ■o'M^S^) 

mR N A*5 J; t;?/^ f*i? ®^3^ \y^)vfi: }^<Dm^<o^mmi^^m(o U 

-</W*. ll«^lJ:J;S«!.«^m©*IBil&^^^6<J^1^(^^M (p e r t u r b a t 
20 ion) *fcMltii^:/^;;^U-c^'fbi-§r ^;^s^t>tvTv>;5o Ufc;aso-r. m 
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n 7- T #i^m^a:(^s^:7' n >^ T ^ /v-j^jt fc s ^5 je tt b i^ps^ 
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mm. m^i-t. um. mm m^it. mmmm. ^nmrn^jit*). ph. m.mm 

:&«^#:©Jl^fctt#5g©^JS fit&Jl) 

j^ti m^it. mmm^tn-i^i^omtjiif)^ m.B. ^m. mm m^^. mm 
wiMm. mti. mti. ^sts n^tfj:^±m ti^mtj:^m<D^!!^ m^it. ^ 
25 m^^. 't(D^^fi:^m\z.m'r^mmtvxmm-r^:Ltit)tT^^^, 

^mmm\Z.io\^^Xh^^mz.toX mmi (envi r onment. Um 
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gebung) tit. ^(D±m^Mir^^(D^m^^^Oo mmn. M^<om^ 

^^:IS^bTt>a;v^u (m^tr <^yN-9p«— iJ'Oj^^) tX^XU^ 

^(oi^^fmm^nm,ir^m:mt\.x\t.. m^it^. t^m. mm. ph. mm^ 
mk. ^m. is^.^ ^mm^. j[*tt> mm., titm. ytms:. 

20 mm^. M^m. miti. ^^m.. M^tti:^±!^titmti:^m<D^i^ m 

it^m&i. iffu^i^Ms ^^m. it^m:^h\^:^:i^^x:^mmm:^ 

"25 mj&m, mK.tf. -8 ov>fi:i^). 150 — 2 7 0x^(^x0 ^jxtFL^mMtm 
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mmt uTfi, m:^it. ^nmm i o o %. 4=a>y-M^ o ^ o ~ i o o % 

5 mmm. t LTtt. n a c i ( 3 a?) . ^.(^iiLoife^is 0 ~ 1 

^mtvxit. m^nt. m^m m^ff. tk^. :^h*^^j>.fi:i£). 
:ff:^ti.xi-i. Mx.f^. ~mmm. -m^mm. -mitmm. 

15 LT«s -B^J^ffs 0~1 0 hV/cm20'ttit©;IS;fc^:a5^lf 

25 ^i^Mtx^xit, m^tt. -^n^m. m^m (uv-a. uv-b. uv- 
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n^tfj:^±mtits^/j:^m(D±mtvxn. m^it, mmm. s 

^i^^tl^Xlt. MxLti, ^C#x r;i^:^ny( Y^ifimf hfi^ii^^ 

15 in^\z.mM-^fhti:\i\ 

mmm:^vi^:7.t\.x\%. m^\'S:. isw^ w^^^^^f btu^^s 

«x i^m^^jfijm. it^^mm.. ^s^^^mwi. mt^^mmtaifij^mfhfh^ 
25 :^s^tbP>^;lRB^$l^>^d^v^ mwimt\.xn.. m^s. m^JfB. mti. 
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20 «9#6o 
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tt#|iS{c::bfcSdS, ii^. «it-hDNA^-^lJ:i^.g/j;lHJ:^i:ferf:?gtt>ft:*fcJi: 

K^^-r^ ;i t f)^x% ^m'^-^n^vx h9>:^i'fmm^th\r^0o 

n:S,imi^m-^\^XiS «9 , DNA^ife^WMm-^^*i:0«5t^'flilcrilLTife^^fS 

•=e<^J;5^jJ^^l^S^i: bT«. '0y;t{^> STATl, STAT2. STAT 
3. GAS. NFAT. Myc, API, CREB. NF/cB. E2F. Rb. 
p53. RUNXl. RUNX2. RUNX3. Nkx-2, CF2-I K 
25 Skn-1, SRY. HFH-2. Oct-l,Oct-3 Sox-5,H 
NF-3 b. PPARyi^ifi:fimf^fl^i!i^^fHblz.mM^titl:\,\ 
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^^*i^t-5ii:j*T't5o mMyu^-^--mm}^. mmm^^::tiz.mm 
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•^Wmm\^^\i^X FRNA ij^^ft. RNA interference(7? 
^'^X^ z:;45:^^RNA (dsRNAi%V^5) <^ J: 5 JjfcRNA i 
15 H^^^Jj^lJlWA-rS^ifsiJ;!?, +HI^:^jimRNA30S#MW{-i>^$^X. it-K 

l-*5VNTRNA i (*^;rc. ^-^-fc J;oT(*. RNA i ^5l#jgii-|a^^ 

^|g«^B#^^:*3V^T rRNAi^§|#jgi:-f-®^j RNA i Sr^I^jgr: 

T TRNA i <lr5lt®CL-t-S^J i:f*. ^(^^'^^{siM-rSRNA i JSrSl^jg 
RNA i 30S>^fc:bi-^:^ (Mxif^. ^©5t^-?0|Sm*U^J?fe ^f) ii^j^^ 
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iSl^^c:m^$tL/.^v^^s, rna i ^m<mmt \^xm^^tb^h<D<D—Dt 

W^^yf (Dicer) ^fq^}m?>RNa sell I =^05^ ^ WT— 
ATP#iiTT% ^(0^^:§:3' ^d^b^2 0mS^-fotJ?)i±iU ^^d 
sRNA (s iRNAi:t>l¥«tL5) 2|cPJJto«:^::;}3V^T Ts iRN 

AJtf*^ short interfering RN A(DVS^1^-Vh^ . AX 
6«J i^^t^^m ^^^^^-^fz. i-t^^t^^ \Z.^^i^tltch<Oi>\ -5 V > i-i^m^iH 
-^^]^^tifth(0:d\ $>5VNft3^4 OiaSisJt±(D-;2|c^RNA;0S^rt-e:9-^$ 

tT.T-t?#yhi o^s^^^i±(^M^-2|c^^RNA^v^v^, a^. 5' -y^^^, 

3' -OHO«3t^^bT:j3!9.. 3' m«f*^ 2:^^S^tti UTV>;5, C:<?5s i 
RNA(;i#m6<J^j:iJr:/^^-^g;jSj^^l^^^ RISC (RNA- induced 

-silencing-complex) *S?^j^$tu5„ ^O^-a-^:?*. s i 
RNAt|^CSa^IJ^:#-f-§mRNA^TOUT^^L. RNa s e I I I#<D 
^^fgtttc j;oT s i RNAtDf^^^-^mRNAtr^m-f-^^ s i RNAOia 
mtm^t bT§J^•f-^mRNA<DBa^J©gi#^^:oV^T^*. 1 0 0%— 
:i^:iS0*UV>„ Ld^U s i RNA(^)>^'*;?»^fc.^t^.fc^S^^:ov^T(D:^S(7D 

^Mfcov^r^^. ^^i-RNAi{;ij;6-©^«1^^s/^</^6<D-e}±/5t<. 

RNA i i^x^mRN A(D^mmmmm\^ii&r-t^o ^(Dx^t^^nmim 

l-T. ^M^^omRNAlC-oV>X«. '^(Dmm^^^Kmi.tc s i RNA^ 
■^mu ^fi&f^(-#Ai-Si t T-#^6tt::^m^-^tfmRNAf£tt%5^i--5 
:i^^5-e#5„ ^oT. ;*:^§gt?J*, s i RNA-?:(^>t>©^RNA i ^51^© 
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2Ky^7— € (RdRP) (o-:/9-C'^-tvxi^mv. d s rnaj^s^^^jl^ 

r<^)d sRNA^s:StJ?^5^-f1^-(DS®^/^^5, fffc^^^ s i RNA^^CTf^^ 
^mmir^:Lfh±m^n^o =e^oT. :4c^egT*(:i. s i RNAS#:*3j;t;?s 

10 ^ff3 5 5>^<7>d sRNA5>^^:d^ 1, 0 0 0 a t°-i^;_hfe6lfflJiai^<DmRN 
A^m^^i^K^m^^^ti)^^, s i RNAg#:^o<fcU5s i RNA:as-^C5 

«f^2 1-2 3^S;S:) ^fc^«tl.*?i(^S$<^z:;*:mRNA^ffiV^5;li^S 
15 -^tSo ;i(7)J;5 5^j;s iRNAf*. i^lStJl^m^^Sr tJcj;t)3t'fe-?.^^:Sr 
JPiOU ^<^s i RNA(^^6ti!Jfe5^J15te-^®^mSr«lx.Sr td=»^>, ^ 

2|c^|g{^:43V^Tffiv^e>^S s i RNA}*^ RN A i ^51 1 ® ^1-;! :asT?# 

20 S^J<?5^^S?1^:^^^:^3V^T. :2ts:|§5g(^RNA i Sr5l#jeii-@^{*. 3 ' ^i^l^ 
^mn^^-r^m\f^^T}i':ymmi (s HRNA ;short hairpin 
RNA) l?fe!9#5o ;*:5g^^^^:^3V^T TshRNAj —J^mRi^AT* 
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s iRNAtl^mi-RNAiSrait^^-r^id^b. :^mm(D^^m^t 
UTffiV^5;l^:^5■T?#So s hRNAf4^:fc. 0^U<P*. 3* ^tli5|ci^^^ 

ODNA-efc!5#5„ 

20 *5SPJt^*3V^TffiV^^>tb5RNA i 4 l^ifh^X*^^ 

•t^^lthX^^. :i(D^mm^^\f^X , T7 RNAJKy p« 7— '^^3j:t^T 
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15 $nfc^77i:UT) ::i:=lrVN5o ^©0; 5 J^fc^-a-s ]) T/i^^4 J>>}t. 

-r. mm^xox\t. io^^m:k.?>^^ht.ftvT;i^^yCJ>^tmi-r^^tii>i 

20 fe^, 

:*:|^Jto*lJ:43V>T^j§a(D)l^M<^ it. m^(D:^^^m\f^xn^ ::iti>^ 

:*:P^^$^^:*3V^T rn^^j tit. h^^^y t-^ M^^\/^X. a^-fa— 
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:*5^^*lc*3VNT:/n7T-r^i' (^J;tt^. jg^T'n ^t-T/v-) i5NHlia<?5)l^^ 

^Wit^ msk. mm. m^^'^it±i^(D^m(Dmit mK.\t. iifp-t*. mmm 
m^'r^x(DUU^(i^%'t^\z.-%ii^xto^ z.hiimm\.tL. ^a^x^ tm^vt. 
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/v^-^^ bT^To T t> J; V \ 

^^m^) i^(Dx^tmn-^tc}tm(omm m^it. mmm. mtm. w^s 

j;5'fcDNA, *;fet*mRNA^ RNA i <7)^ 5 'feRNASr-g'tp), sj< P -9- :3t7 
y ::^-y =ff-5^:*y K. Ji^K. ^m^^"?- m^it. y^Jf^^K. 

it^^^i^®. mm^i^^. =ii^\^-rhv T/v^ ^y^hv t?'a•^$tbfc5)■^^ 
^25 mmffut\.xmm^fim^i&^^ mx.it. -fs^H^yjtf^-Kjfe^) /j;^), 
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15 (^:tfi^ cDNA. -{^/i^DNAt^J; 5jfeDNA. mRNA(^J: 

>'jfe^-efe<9#5o 0*U<r*. (DNA^lfef^RNA) * 
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7jfi;-^7"f^KT'fe«?. ife^)t>#o«M. >l;5^^^m©^ti^ W^mo^mtiis 

mm^^bx^xm. ia./hWL^mmm=?- (pdgf) . ±^iim 

20 (EGF) . mmwmmmnm^ (fgf) . m%m.Mmnm^ (hg 
F) . M.mti&^nm'^ (vegf) ©j;p/iiiiBL?si4tr^-rs^©;&s^tf e> 
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ffl^^^^m. 7'>f >^o^:J'^>', iffn^^^^^, ^^^i^j^jii*) f)t 

^^^^-.(D^aSlf^fficDfPttf^i, TjJ^^^-mfel*;^ (Molecular Pr 
10 obes, Texas Red-X V h. sl I \ o i A i n) n:}£\ZL i^Y) y 

^xri7f' -^xomm. s«^*3 i:x:^/i^it. \tmm^mm&(o\^±. t v n 5 
^mmm\^^\^^x mmmmm^} t>b<j* rj^ia^^:9-?j (ce 1 1 a 

dhesion molecule) ^ifeti F^^H^j t> U< T^^^^-^j 

20 tit. :s:m-^mi,z.m.m^fi. 2o:ba±(^«(dsvn(;?^5£ («^^) ^fcf* 

mS^^mm) ^m^r:^^^ (cell-cell adhesion mo 

lecuie) t, ms^tmm^-^vv iy^:^t(Dmm ms^-mmmm) 

m-^-r^^^ (cell —substrate adhesion mole 

25 cul e) iZ^\ifii>tl^„ :!^?im(OmM}fX}'i. ^^'tfKO^'f-h^mX:^^ . 
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Mt-5#< (NCAM. L 1. I CAM. :7T^^iJ^ y >-! I^ I I 1 fj: 

h^^^tm^mm^^Xh^-d^i^^a^i-i. ^it^^^m (SDS-PAG 

m=7-y>)Sfe) . s^m^mi^* mmm^m. ^^ytmi^m. i^mmm 

20 ^«i:^f^) PDRife. /^-r7^y ^^if^iXa >'^feJfeifOJ:5'^fcTy-fe'Y^^:*5V^ 
CD2, CD4, CDS, ICMl, I CAM2, VCAMl) , -fel^ 
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>m s mmim.w-m. ntft^i^m. itmmm^m^m) pdr 

UT«. M;twe. :^;K--y:/. :fe^iJ^ia:/!J i/;;<.wN--:7T 

^V—^^ (CD 2> LFA-3, ICAM-1, CD2. CD4, CDS, 

icMi. I CAM2, vcAMiJfe^) ; ^ -yy T % V {I. 

FA-1, Mac-1, gpllbllla. pl50. 95,VLA1. V 

LA2s VLA3, VLA4, VLA5, VLA6/^^) ;±\y^'^>yT% 
))—^^ (L-±U^'^>, P-±U^'^:^fj:if) 

(ECM) ti^ ms^^m^i fhmtti. mm^mzm^xm^m\f^ibfh^ 
M^tmm(oM^xm\f^fbfi. -t^^sa, 0±&mm^mfD-ri^mm (s om 
a t i c cell) <7)i^}ci#iii-5«^w^vN5o Mm^-^ h V mm 

t<Dm^mfcirmwt\:Lizm^ti. mmm^t vxi-tmmmmis^xj^^mi^m 

^sfeSo ^^(om^^^^ili:^ V =''^Ky (I^A=3#i^) XthX>^ 

m§Emm^m(o^^x2z^^-:fvji^ (microfibril), mm. ms^m 
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^'^hV^:^tVXi-i:. mK.it. ^^^^^^^^^ 

25 ^^i:^S-c#S;H-5|S|. (ma t er i a 1) ^V>5„ ^^flcc^^^-^i: LTJi. * 
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^^M(Dummm^ti'^^m^ m^it. ^=7:^. ->y:^. -j/y^^-, -t^^ 

/K -^^y^^jii, jj<y:^>fkif^/K ^y m^fbif^y 7^:^^ ja^yg^^e^/K 

^by/K ^y^^f^i^ix. T-fe^j^-zv^ii, tK y T ^ h\ 

15 :7:cy-/w^ji|, ^yTmJ!i^ 3ijK:3E.>>.:j^j|g^ ^^^s^^jjl^ . Tj?' 
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®SrJ^^L#S^^^t<?5$t)|s|.;6S^||$H#S:&s. ■0?ll^t^. :!?f9;^. ->V^. i^V 

10 3^/, ■fe^^i/jj'. -mtmm. :7^^x^5^i^, (^^tj^^ns)^ 
^wc<Dmti:^un(om-A^hj^^^tix\/^x^ ^\,\ mx.it. ;^f^x> ^m^y 

^mm. ^ y i^^fb vf ^^/V', y i&>fb if = y 7^ y tr 
TKy ifc^^/i^T/i^a— /K :^y tf^/i'T-fetJ^— /K T^^)jvim^. :e^y y n 

20 ^yr^Jii. =^if-^^^m^. :^'7^^^mm. y^^x^i^-r^ 

y nr^ h y/W^M-a-fr. r^J^ y 13= h y /wy^i?ni:^;^^w:/^^^^z|s:^ 

=»— ^-^m, 2Ky :7 3i:=i^i^:^-def-xr j^y ;^/^7i^>'^(D^:^)|s|'^^v^s 
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(D},^^\ DNA. RNA. mW^J: i£(D±i^l^M, :^V^— 

it. ^])-L-])i?i^. MAS m^m. p«=»feA^Rrig).. m 

10 7Kti:7 5/^#||), iy^:/ (APS m^it. y -T^ tf/ViXT^^)). ^ 

W(Dmi3iitmm^(D^mm,mp^\^h . ^ms^m\z.m^xm^(D&m^m^f^x 

15 ^/V;^7 7'b-2/^>', APS (y-T^/:7'ntf7W>7V)), MAS. 1^*14:7 

*9g^«{^:*3V^T rrwj if*. m^it. loooj^Ai) 

"25 i)mm^tixmm^fiity<^—>-^tcit^<^-'>^m-r^m^ mi^ft. 

-Zf) ^(^%(D?^V^5o TU^(D^X. 10xiOmm± 
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-^tfo ;ittf><^)mm4> ^f*L<?:i^®;5Si 2 5X8 0mm. J;t)0*L<f* 
1 0X1 0mm±l3lBBfi$^L5o LTf*, 9 6 l> ^./W^ tJ^ o ^.f >5r- 

mi omMs mio omm. mso omm. mioo omm(Dm&^mw 
1 0 ^m(D^i^^'f'^x\ mommmmi^^if^x i o ^m(D^i^^^-Mx, i o « 

93 



wo 2005/021744 



PCT/JP2004/009404 



K^-^bm^i^ft. 0. 0 lmm~l Omm^XjKix h^^Jd^^^^g-a-fe 
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7 h!>3iTdS5pJfflBrtfe'Cfc'5 (Ermolaeva oe>(199 8)Nat. 
Genet. 2 0 : 1 9-2 3)o •^f^. f--^^—':^<Oyilr—^vYh\.X.n.. 
m^Yl^ A f f yme t r i x;^5||PiUTV^5GATC (genetic a 
10 nalysis technology consortium) 

m*P^^IJX^^:oV^T^i^ Campbell, S. A. (1 9 9 6). T 

he Science andEngineering of Microe 
lectronic Fabrication, Oxford Univer 
15 sity Press:Zaut,P. V. (1996). Micromi.cr 
oarray Fabrication^a Practical Quid 
e to Semiconductor Processing, Semic 
onductor Services ;Madou, M. J. (1997). F 
undamentals of Microfabrication, CRC 
20 1 5 Press;Rai-Choudhury, P. (1997). Han 
dbook of Microlithography, Micromach 
ining, & Microfabrication:Microlitho 
g r a phy;fe^fc|Bic$tvr*3!5. ;itb^»*liiB^t-*3V>Tg|^-r5^5> 

■^25 (^W) 
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gm^ tft^mmm. ^m/^m^m. •^tftmwm. w-1^*-5fem^fflv^fc^m^ 
e^ (spR) >fp«-i^^^^ m^jf-i-s ^fb^sti^fci*^ 

^W^m. i^^ytmn. i^i^^u—i^By:^^^^^-'. ccd. /vs:/^^-^? 
^(7) t> (©"Cfco T % J: v\ 
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y e™?/y^X(^Cy 3. Cy5^), n^^S^^ 6 G^^. N-T-fe h^J^i^- 
NZ-T-fef^/^T ^ y :77^^l^^ (AAF), AAIF (AAF(0 3>J^mB|^^) 
^^^ffi-rS ^ ^: ;iS^f * UV\ m^^3te@:^?gE«©^:a5 i o n mfiJl±Tfc5^ 
^^iStbTf*. Cy 5in-i5^^^.6G^^i:(Dm^-a'^D-&. Cy 



97 



wo 2005/021744 



PCT/JP2004/009404 



m^<oism^M. m^^fifsiw ^<Di:^fmmb\.xn. m^\t^ met 

10 HODS IN CELL BIOLOGY, VOL. 56, e d. 1 
9 9 8, . pp : 185-215. A H i g h - R e s o 1 u s i o n M 
ultimode Digital Microscope System 
(Sluder & Wo 1 f , Sa Imon) ^;l*3V^T. mm^^gtb-fl^L. 

wmK-r>\^xm^^fhx^v) ^ :^mm\^its\^xmm'r^:Ltf)tx%^, ti:^^ 

Inoue and Spring, Video M 
iroscopy, 2d. Edition, 1 9 9 7 l2:pj^t;i|Em$tT. 

5«^i:LT. r^-lf-j t LT^^i-Si^;0ST*#5o 
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10 -^^^^^if^mi^^xno :it^^x*^^, 

^^•^fc\'±^ti\z^m'r^mn^mm(Dm.^m.m^mf3.xm^'t^ ^ ^ %-e# So 

"T^-^^^jW'HSTt^. tt>«r<D^a^. -y—V^^m. ^9:^'$'—m^. F 

25 j;<, mK.it. j^mm^:. mnmA. b^^^;^:7 3.^t^3 v^^cir^js^tf e>tiSo 
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m^tl^-^<DXh^. m^\t^ Ausubel F. A. biS(1988)sC 
urrent Protocols in Molecular Biolo 
gy.Wiley^New York^ NY ;Sambrook J^> (19 
87)Molecular CloningcA Laboratory M 
anual, 2nd Ed. ifS j:X:^^ (Df^^fR, Cold Spring H 
arbor Laboratory Press, Cold Spring 

Harbor, NY. %mm^m^ rit-fe^^^A&^m^^^l^fej ^±^±. 

mm. m^mm. umm^. m^mm. Wimmi^:isxxj^mmm^^£if(Dm^m 
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10 :®T'fcSo 

M:^iBJI&lJ:^i-Sm^X.-<i?'j? — Lt:«. PCDNA3 (+), pBlue 
scrip t-SK (+/-)^ pGEM-T, pEF-BOS^ pEGFP, 
pHAT, pUCl 8, p FT-DEST'^**4 2 GATEWAY (I n v i t 
r o g e n) fi:Eiim^^^^o 

15 Sl#J^IISl;i^-t-Smmx.-<^i5' — i UTfi. pcDNAI/Amp. pcD 
NAI, pCDMS (V^i»^^%:7-^-=Ii^J:^JrtT|S), pAGElOT [^M^pa 
-229 (Invitrogen)^ p AGE 103 [J. Biochem., 
101, 1307 (1987)]. p AMo. p AMoA [J. Biol. Ch 
em., 2 6 8, 2 2 7 8 2-2 2 7 8 7 (1 9 9 3)], -ee^;^^jHBlia»>-</^;^ 

20 (Mu rine Stem Cell Virus) (MS CV) ^^:S<3V^fcl/ 
h n f7-^;v::^m%nr<'^ iS'-. pEF-BOS.. pEGFPfj: mm^^fi^. 

^mUMZ-n-r^mSk^^^ ^ — h\.X\^^ pPCVICEn4HPT. p 
CGN1548, PCGN1549, pBI221, p B I 1 2 1 Jfe if^S^tf 

"25 ^i!' ^—(omx:^mt\^x\'i^ Mm^TH<iA^mx^^±M<Di:t>fi 
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S:ffiV^5:^^feJ^Cif), yjffl^aztJ^i^H 7.-7a^Xi'f=7y^Y^ [Proc. N 

atl. Acad. Sci. USA, 84, 1929 (1978)]> i^^JJ^ 
5 ^7Ai5fe [J. Bacteriol., 153, 163 (1983)]. Proc. 
Natl. Acad. Sci. USA, 75, 1929 (1978) |Sm<?5^ 

i^^mm\z.^\^x ^mi^mz.m^-^i(\.-k. (5)j hn.. ■mm.(omn(n>^^ (f^ 
ft) t^^-^m^mwM^wm m^\t^ yn^-^-, ro-^N^-ih-^^jjif) ^ 

15 Tfi. -e^Dx-f^. •)j^:^>'^%i^=i'^ u^-^^^'i^mm.. ^^Kyr^vrnft^. ^^^y 

^^feT^T|K§t^.TV^5^^^S^^f e,tL. -gfiJ^Ji, Effectene Tran 
sfection Reagent (cat. no. 301425, Qiag 

20 e n, CA), T r a n s F a s t TM Transfection Reag 
ent (E2431, Promega.WI), Tfx TM- 2 0 R e a g e 
nt (E2 3 9 1, Promega,WI), SuperFect Trans 
feet ion Reagent (301305, Qiagen, CA), P o 
lyFect Transfection Reagent (301105, 

25 Qiagen, CA), L i p o f e c t AM I NE 2000 Reagen 
t (11668 — 019, Invitrogen corporation, 
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CA), JetPEI (X4) cone. (101-30, Pol y p 1 u s — 
transfection, France) *3J;t5ExGe n 5 0 0 (R 0 
511, Fermentas 1 n c ., MD) tJ:i£7!)'^mfhi%^^^^tl^K^ 

<D r^ttjj ^fcfi r^»j m^li^. mRNAoailje^SitJ^r^^^S^S'J^^ 
10 yW-^^ffiV^SEL I SAlfe. RIAfe. ^ :^ ^ l^^n h 

ifes :^fe^mm^^fe;^^^WJ^$ti,5o ^»;^fe^UT«. el ISA 

fe^fcfiR I A?fejfc^d5^?!|^$^5„ TW m^^. DNATW. 

oV^T^i. (^Pltli. i^fl&X^glJflfl- FDNA-^^iJ^oT W t^ffPCR^fej) 
15 t2:;S<||®i$tb-CVN5, :/cix-f W^^:oV^T^*^ Na t Genet. 
2002 Dec;32 S u p p 1 : 5 2 6 - 3 2 ^^:P3z&$nTV^;5„ at'fe 
•T-^mtD^^'Wfe^ UTf*. ±3jEiC^IB^T. RT-PCR, RACEife, SSC 
P&^ :^^it|#^. two — hybr i<l->;^7^A^ ^ ^^tf b n^f^;fe 

20 ^yM.M^M^^ ' "P-H^nv^ • •x'cr^a.T^K ill* • tfJ^lt^lt ^±tt (2 

0 0 2) >fciffc|a^$tu-C*3«3. 2|s:|g^§{^:*5V^T^tte>0|E^^ii--<■r^# 
ri§^»j tit. @6^<^»7^e^l^:^oV^T. J^J^y K^fcfimRNA^s 

25 isAjsfe. RiAfe. m^te^^*:^. ^ :^zfn >y hm. f^mmmm^mfj: 
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( i mmu nophenotyping)j ^t>V-»5o iO^-^^ if. 

b) ^^:#*Ufc^^S:ffiV^S r^-^^^-^jf (panning)j. e>t^J;i:7 a — 
h7< hy-;asWbtv5 (^sjx-ff. ^B^fl^ms, 9 8 5, 6 6 0-^;:}o 
25 J:t;^o rr i sone>^Cel 1, 96:737 — 49 (1999) Sr#flg)o 
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mm) 

:^mmmi^i3\,^x mms tf*. ^i^mzmf^mm. mm. ^mfj:mzm 
-t^^it^^^oo :^mm(D:^m. mm. ^>:^y'j>.^m\^^^:=.tiz.i^^x. mm 
v^T. wikm^mf^mm. mm. ^m. ^^-r-<#^g*^«^B5(?Dfcje)(?? 

^. mm±^mxh^o 

i^m) 

^mmmizm^x mms tit. h^m:m^it}-±mmi^<>\f^x. ^(o^otn 
^•mKti:->tLm^\^. t(Dx^:^mm^it.i±mm(Dm^[:,^mdt^ 0*b<f*, 

:*:b^^»{c43v^t m^m tit. ^^m(Dmm7!>mm^tb^^i^^\,^\,\ 

*wji5w*(c43v>T mmi tit. m^i$i(D^m. mm^tatiikm (^mmm 
^^::^v^T. mm^vx mmi ^:%v^v\ m^xitmmth\^^^) i^m^-r^m 
^^v^v^. MxLfs. iSH t /ji55ip!Ji«^® mmm^) . mm^. mmms^. mm 

MskB. i^msk^. mmm. 'hmm. mi^m. m^m. mm. mmmit 
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^mmm^j^if) (Tmm^m^. ^itm^if) ;mwi^"W^mm: 

15 /-^i^^Kft^mS, ^mf^itma. 5fe5^14ftiJMa (^^ri^/v^b^-^jH, ;{f 

:t/i"^>'m mv^-<-"^ (Acid lipase) xm^). j^^^'mmv i 
m^A,. i mim^mm i-^in^m itct^it, ^m^A,). 

BT^^. ffi^^ {Am. Bm. cm. dm. EMj^cif). mmsf^. 
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m^m. ^m&. 'm-'t^m^^. ^^it^mm itit^it. 
mxm. 't-m^mxm. mmmm^. yrn^mm). W}mmm (titbit, m 
jsmit^ mmm. wmmm ntk^it^ mmm). v>y<mmm (t^it^it. 

it. ?L^s^^ m^A.. ni)^Ay. m:d^A.. mmm^A.. ^-^mm^A^. m^mn)^ 

^mmmi^^\r^xm\f^^ti^i[:(^mmmi'i. ^m^mKi3\^^xm^xh^ . 
m^AyM-^^^^T^umzm mm-mmm ^^^m^it ; p h a r ma c o 1 o 

gy; Lippincott Williams & Wilkins, I 
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'5;dS^tT/(e:Rg^$tbJ^j;VM l) T/i^^/uitM (DNA, ^>y<^M^J:if(Omm, 

^i^>^mmMt\.xy/v:tx2^yi^/u (5-FU) fj:^) ; 3) 
•^tbh:^?-<yp«7— ^i. I i^mm-r^)) 4) ^au-:/y ^-f^^^ (^^/js 

15 (LH-RH) fj:^) ; 8) ^^^gi^^l ir:^^<'7^:ymi^ma.mmmm^^M 

^ "ti^IS^Ii: ;Pharmacology;Lippincott Wil 
liams & Wilkins, Inc. ^^:|B«fe$ttTV^:5o 
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6^6-^ Page 79-89,6-7 (2002.02) fSllBm^nTVN^So ;*:^0J}Cj3 

^mm(Dmw:^m^m^xm.m:^fi^mM(Dmm^^xj^mi-±. :^mm(D:^m 

20 ^^^^^i^<D^^mm'^tLi^mmti:t^^^Mvx. ^n^^s^^^^^^-^ 
h^fn. ^mn^. n^mm mm. mMm^j:}f). m^(D^m. i^m. mn. 
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^shmm^um (fda) ts:i£) ^s^^ufcm^i-tJ^oTf^^^tt. ^(^^^t 
m^x^mm^^i-ffc^aimm^ti^o m^m-i. v^t)^^5m#:s:$ (pac 

kage insert) -T^fet), ^tl^lSlRB^ 
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m.^'f-mm(o:^m(D-^mj:mmK<:>\^xit. ooidspieib, ci 

inical Pharmacy 12:488 — 505 (1993); Wu*3 
10 XXfWu, Biotherapy 3:87 — 95 (1991);Tolsto 
shev, Ann. Rev. Pharmacol. Toxicol. 32:5 
73-596 (1993);Mulligan, Science 260:92 
6-9 3 2 (1 9 9 3) ; ;&p5t;?{CMo r g a n$5j;TJ«An d e r s o n, An 
n. Rev. Biochem. 62:191 — 217 (l993);May, T 
15 IBTECH 11 (5):155-215 (199 3) %#flgOri„ 

f&^^^1^3V^T^^$tv6— ^6«Jl^^(Dmife;tDNA$^#«, Au s ub e 1 
(.M) .Current Protocols in Molecular 
Biology, John Wiley & Sons, NY (1 9 9 3) ; 
J:"CJ^K riegIer,Gene Transfer and Expres 
20 sion, A Laboratory Manual, Stockton P 
ress, NY (199 0) fcfa^^tuS, 
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10 



20 



"25 



m^:&nX{z:oVNT«. mx.i'f^ Campbell, S. A. (1 9 9 6). T 
he Science and Engineering of Micro 
electronic Fabrication, Oxford Unive 
rsity Press;Zaut, P. V. (1996). Micromic 
roarray Fabrication:a Practical Gui 
de to Semiconductor Processing, Semi 
conductor Services ;Madou, M. J. (1997). 
Fundamentals of Microfabrication, CR 
CI 5 Press;Rai-Choudhury, P. (1997). Ha 
ndbook of Mi c r o 1 i t h o g r a p h y, M i c r oma c 
hining, & MicrofabricationrMicrolith 
o g r a p h y f£t'fc|5m$tbT:j3l?, -ttb^»B^^$}C*5V^-CM5ii-SgB 
15 :$^;6S#%i:bTM$ti-5o 

^^5>«^^-*3V^-CJl^T'fe^9«ffl$:}^^t>(^T*fet). M^it^ Sam 
brook J. et al. (1989). Molecular Cloni 
ng: A Laboratory Manual, Cold Spring 
Ha r b o r*5j;U?^©3 rd Ed. (2001);Ausubel, F. M. 
(1 9 8 7). Cu r r e n t Protocols in Mo 1 e c u 1 a 
r Biology, Greene Pub. Associates and 
Wi 1 ey— Inter sc i ence;Ausube 1,F.M. (1989). 
Short Protocols in Molecular Biolog 
y: A Compendium of Methods from Cur 
rent Protocols in Molecular Biology, 
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Greene P u b . A s s o c i a t e s and Wiley-Int 
erscience;lnnis,M. A. (1990). PGR Proto 
cols: A Guide to Methods and Applic 
at ions, Academic Press lAusubel, F. M. (1 
5 99 2). Short Protocols in Mo 1 e c u 1 a r B i 
ology: A Compendium of Methods from 
Current Protocols in Molecular Biol 
ogy, Greene Pub. Associates;Ausubel, F. 
M. (1 9 9 5). Sho r t Protocols in Mo 1 e c u 1 a 
10 r Biology: A Compendium of Methods 
from Current Protocols in Molecular 
Biology, Greene Pub.Associates;Innis, 
M. A. e t a 1. (1 9 9 5). PCR S t r a t e g i e s , A c a d 
emic P r e s s ; Au s ub e 1, F. M. (1 9 9 9). Sho r t P 
rotocbls in Molecular Biology: A Co 
mpendium of Methods from Current Pr 
otocols in Molecular Biology, Wiley, 
and annual updates;Sninsky, J. J. et a 
1.(1 9 9 9). PCR Applications: Protocols 
for Functional Genomics, Academic Pr 

ess, mmm^m^ ^^it^^mA&mm.mmmmm m±^^ 1 9 9 7>feaf 

25 OVNTJ*. m^i^. Gai t. M. J. (1 9 8 5). 01 igonucleo 
tide Synthesis:A Practical Approach, 



15 



20 



113 



wo 2005/021744 



PCT/JP2004/009404 



IRLPress-.Gait.M. J. (1990). Oligonucleo 
tide Synthesis: A Practical Approach, 
IRL Press; Eckstein, F. (1991). Oligonuc 
leotides and Analogues'. A Practical 
5 Approac, IRL Press;Adams, R. L. et al. (1 
9 9 2). The Biochemistry of the Nucleic 
Acids, Chapma n&Ha ll;Shabarova, Z. et a 
1 . (1 9 9 4). Ad V a n c e d Organic Chemistry o 
f Nucleic Acids, Weinheim; Blackburn, 
10 G. M. et al. (1996). Nucleic Acids in Ch 
emistry and B i o 1 o g y , O x f o r d Universi 
ty Press ;Hermanson, G. T. (1996). Biocon 
jugate Techniques, Academic Press J^jt ifK 

15 H5o 

(DWc^, ?t;!KfB# (1 9 9 9) fj:}£\z.io\,^XWM^fh^M^^W^ 

20 ^mir^o 

i-rxomMj^nxit, ^(Di:o/j:^mmMn. iiiit5^^T'fe<9#5o mm^ 

^|ll!lt^^^&-e}*^ nm.(D^—^ (xi, yi) ~ (x„, yj (Dy'S^m^. 
■^25 yi = axj + b + ei (i = l, 2... n) ^ -y h t\Z.^<^X^m 
ifint>Mo :i^Xs a:J3j:t;5b«. ^•^/W-«7 7^'-:?"t?fc?)x e 



114 



wo 2005/021744 



PCT/JP2004/009404 



ASiXi + B = 2Y, 
^(Ot%. (xj, y,) (i = l, 2,... n) Off'jO^b^tV^tl.fT^^J^^it (x. 

y — y.ve= (S,y/s,,) (x — X^,Jo 
Se, Vn=Syy (1-r,/) (^M^d^&S ^ iiJ^^b. 1 r , J 1 {2:3£V> 

y = a 0+ a 1 X 1+ a 2 X 2 + . . . +a„Xa 

xhht>^fi^^ofi:^xm^ti. :Lti^mmm^t\f^^o :l:lx. ao^jj^« 

(^) mmmwcti^it^^o mmi^^mmxit^ ^^i^-mmt:mm\.x. mm.:^ 
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^f—'^t^^^ Tt7 h^-r-^"- (outlier) h UT^W UT^V>fc: «9 ^ 

V^m^-lr^UW^Mt LTf±. i^'^:^^— ^bT/urfp XA^as^tf 
:^^—i\:,rjVz£y)XJ^(Omm\'i..mK.\-f.. Fukunaga. 1990. St 
atistical Pattern Recognition.2nd e 
d.. Academic Press. San Diego ;Anderber 

20 g> 1973. Cluster Analysis for Applica 
tions. Academic Press: New York;Ever 
itt. 1974. Cluster Analysis. London: H 
einemann Educ. Books ;Har t igan. 1975. C 
lustering Algorithms. New York: Wile 

25 y ; S n e a t h^3<kTJ«S okal. 1973. Numerical Tax 
onomy. F r e e m a n Sr#R^)o 
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^m^M^^mm-r^^tii^X^:^ {St oxmo and Hartzel 
^' 1 9 8 9, Identifying protein bindln 
g sites from unaligned DNA fragment 
s, Proc Natl Acad Sci 86:1183-1187: 
Hertz and Stormo, 1 9 9 5, Identificat 
ion of consensus patterns in unalig 
ned DNA and protein sequences: a la 
r g e-d e V i a t i o n statistical basis for 
penalizing gaps, Proc of 3rd Intl C 
onf on B i o i n f o r ma t i c s and Genome Re 
search, Lim and C a n t o r |g. World Scie 
ntific Publishing Co., Ltd. Singapor 
e, pp. 201-216)o 

^^<^^w\^^fzL^x^nmm^fi^m'^mi:±m^mm'f-(D'^y hsr^a 

^■m\.t^i)^h^ ^mi(D±.m^mm'^(D'^m^=^=.-$'—r^^ti)^x^^, 
<^^WKt>it-^xmm^it'r?>^!^^mm^^^t^m:^±m^&^m^'t >yh^ 
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10 mi] 



15 "efet)> ^t'l (x, y) ^jt'fe^Xta'fe^Yt© (*fcfi. •hhi§)^m(D 
20 m"efcoTt>i:<. rttfi : 



[^21 



25 
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=^v-mx^^m^. I (x,y) = ixi^Y,(Dm tvx^m^n^^ 
jt^^^^ h/vx. Ym(Dmmmm:xh^x^ lEmtp^mx • y/ i x i i y i 



};iJ:oT^a$*L, ;ei^o 1 X 1 = (X • X) I Y 1 = (Y • Y) 

15 So 

20 ^M^^^^-rs I = 1 - r ^S5^ti-5o :L<Dm-^ LV>^W 



[11:31 



10 




m4} 
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^^-r^m^m^mm ^^^ji^sa^j) sr^^s;*:^ 

^mmm^mm i^m^^m^. m^ummmtaif) (Dm(Dmmt^ 
20 Wi^-h^. ^(Diiot^m-mm\^^\f^xn.. m^mh-r^^i:.xy^/^tL\i.m'm 

m^mz.id\^xm\^^mxih^ - 
'•^f ; 
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*^^m^%nm(D (ciump)j 'tj^m-r^m^ia-im^mmx^^. 
•Amm^-^^'r^tmt>fi:s>mmmmmK^mxh?> (s n e a t h^^x^ 

Sokal, 1973, Numerical taxonomy, San F 
rancisco:W. H. Freeman & Co.)o -fife ^^iJ'-]^ 

^mm(D\f^<-r:>:d^<Dmmmm\:immxh^o wa r d, 1953, 

J. Am. Stat Assn. 5 8: 2 3 6 ; H a r t i g a n, 19 
75, Clustering algorithms, New York: 
Wi 1 e y^^flg<^)rt„ 

i^\r^~o(Dmmmmi^^\,^x. ^'^p^^-^m-ih c i u s t (dji 

(«HJx.fJ. ■^xa^^M.s-P 1 us. Ma thSo f t, Inc., Ca 
mb r i d g e, MAt>>^<0 fh c 1 u s t J (Om^(DmM^^m(D:L t) ^ 
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X^i^V^^^n. mn^>fj:<th2-:>. 0^l.<it(i.^fj:< th3^(D:^uy 

<^Mf^^M-<#x.i-t-5o ^V^-l?, (j^l 0 0-1 0 0 0) OMjfc-S^f^ 

ii^CT/VrfyXJ^ (i(D#^f* The lus tj) %^V>TPt«6<JiJ^7^>5r^ 

me] 
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10 h^:itf)>^\^\ ^^x\ h^mmWcf (t) ^%;tst. ^(D^W^mtc 

f (t) =f (t+T) 
15 (D^M.Xi (0) ^I^C^it(e:MS;ia:l::?fe5o ::<^ J; 5 >^jJgl^^Sr^S8li^iiq^ 

20 '<i!^ji^mxmm.^^^mititmmmtmt^^o c:ixmmw:^ f t ut^^ 
"25 x\-t^ nM,ii^m\z.mmi.-^m:'m'^z.fhx^^o mx.u. nmt. mm 

^"^mzMX^X, 3 6 0° *fcW:2 jc^e^T^-t i:;DSBj|g-C'fe 
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5 mmtikvxh^t>'r:Lti>^-^%, ^(7>mm<omti%:^m (phase) tv> 

•t^^Lbh-^mxh^o 'y-v=^m^mm\^^\^x. ^=^-:fi^iyh^^(D^ 
^*^:^'Tj^mm(o-k.}b(Dm^. =5n^i±, mim^ (1999). mmu^(ofz. 
15 (M%\.\t^mmmWi(o^m) 

x^K>. ^^m(D^m\±^(Di:^fm-^\.\i^mmmm\z.m.'^^^fi\^^^ti!)m 

< t-hi-D(D±^^mm'f-imm't^mm(D^m^m^m\z.^^^--'Lx±m 
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3?iJ) i>'fe< ^^>2o^^$tL5, i>'fc< ^t>2■o<D^t^^e<Jl2I^^^m^-^ 
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timti 0 0%) (Dms^^m(DmM7!ii^m\^fj:^t)^ib-vh^o j: 90* b< 
5 ^^m^its 5%sk±^ m^i^^^-^xm^mi 0 0%) (D^m^mm^^m^-r 
<^^m^mm^^mm-r^^h\z.^^x. mn. •t-<x(omm,i^m^n^'r^ 
i-j;oT> m^-t-<x(Dm^(D^^m^n^'t^:Ltii^x^^^h\t. ^f-m^f^ 

So 

25 -e#^tb#5„ :2|cggipi#T'V>p ryr/i-jS'^Aj H^fitici^^tci^^-t-s 
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J^(D^mi)^!ii^^^j:1l^m^i:t'X*\-X, ^(DV T/u^ J»mt. mK.\t. Mii^-^ 

^^mt uTfi; m^^. ^it^m. ^^^t^m. ^5feH^ic:^i-6«js;^. 

15 5V^f:i, ^©j:5 5fe^Jiaj*. m^^*l8ia*3j;Tj«^^e> 

t f^i&nriMtcia* ^ ^th^u:^—^ —m.'B'f-mm ^^t^m^^^ t^^^m 
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JfeV^^6^^^S m^U. DNA, RNA, 3Ky-<:7'^K. 3^^*fcfi^tt 

(0*b<«. ^M^iirS) ^tt;:J;oT. j; 

A) (-rjfc*3*>. ^^^jiiisa^ij^-^tpDNA) ^n^-rs 

xm;B) T^'^i^Y^mmm: mk.\t. y^-fxx:^^^-^^^ ^wm-^iLu^ 

20 nc^) ^fc:tt^(Dgfc^#:-efc«9#5o J; 19 ^if * U < fi:, y ^zfxi^^ '^-i^-^fz, 

^^H^^UTf^i^ Mx.fi^ IS RE. RARE, STAT 3, GAS. NF 
"25 AT. MIC. AP 1. SRE, GRE, CRE. NF fc B. ERE. TRE. 
E2F. Rb. p 5 3/jjaf;JS^tf ^tbS;0SJe^^{-|5g;^^;jT,/^V\ ^(O^ofSi 
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fe^H^f*. -fe^^h^rUTBD Biosciences Clonetec 

h, CA, USA ^^bHf|R^^Tv^5'fe<?D^5pj^-f-s::^:;5i5-ct5„ 

ISREfi^ STAT 1/2 irilJtL^ RARB}tW^y4:^^tmM-f'^o 
STAT3«5>^b0m{;iMJ*U GREf*J»{-^itlcM^i-§„ CREit. cA 
MPfcMSU TREJ*^^jii;j>yw^i^ljiMig^S„ E 2 F f*JNBliajl«8{;i|B^ 
U P 5 3f*Gl^n.5.j5^>K-<^:/h{j:M3*-r5o =6eoT. i©a;p/^1f#^ 

i-^(om^mmm'?-\mmi-^m^:^mt:mmmi^^=^^-vx. ±nd.mm(D 
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^*L<fi. mm%. (Mx.f^. rw. ^^u-h, -r^rJ^niJ^ 
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^^tK^^x. mn8o%si± (»•^bv^:^■a-^*9 o%4^jL_h. ^^kx^x 
15 1 0 0%) <Dmmkm(Dm^7!)i-^mizti:?>7!}>hxh^o ^^0t.v< 

(o±m^mm^-^m.m-f-^:Lt\z.i:.^x. mn. 'r-<x(oM^m^mM.'r^ 
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15 :^mm<DnmHi^(of3-^v\f^mtmm\zi3\,^x, xmc) t*«:. ^ji^b^^ 
(Dumrnxm^^n. ^(DX^K^m^t^fifc:&m^m\^^xh. m^^m^h 

20 iE^tbSo 
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10 ^fi^i^m^^nf3:\^\ ^(Dx^fm^i^. ^M(D:^m'v\-i. %^\^mM-r^ 
:l t ^s-e# ^^i^^o yvi±y^^mn \^it:^^m(Dmmm:^m^m\^^^:L 

20 m^Mmt\.xmm^j:h(Dxh^tn^tbti^o 

>^^=^:^ hfl:}£t^m^-^fi^^^^^^^t\.xmm^fi^o 
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(b) •C#5>tu:^rn:7T-r/K7)tf;6>b. Jilsxa (e) •C#fetbfc7'n 
^f*. -hIBxm (f) ^-*5V^T^^^tl.fc:7^^:7T^/^i^:m•r5Jl|5|5E^(^) 

(o^^^x^mr-^-^-r^. ^(oi:^fmM(o^mn. ^^#t-f±^a-efct). 



"25 
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±iaxa (a) i^i3\,^xmm^fhti, _b|a:/a7T^/K^ttid^e>, ±|BXa (c) 
C:CT% :^5fe5tfe-i^Ol»m. >^n7T-r/v^^. +aM#ltJfc^«. 

^^^^^-^5 0 0it, A:hU5 0it^ cpu5 0 2t, l±l:;^^5 0 3 t 

20 . ;^^y 5 0 4 i:. x^X5 0 5 Atl^5 0 1 CPU502t 

^ m;^lH5 5 0 3t. 5 0 4 irfi, /^:^5 0 5l;iJ;oT*B2lJ:^i^$ti,T 

v^5o A;0$|5 5 0 1 tm:hU5 0 3 ^«Affi;^^g5 O 6 ^^:^3^$tbTV^5„ 

So 
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O. CD-ROM. CD-R, D VD-ROM(^ J: 5 J&^^^iJ'^T'OJlElt^ 

5 5 0 6 y"^:^^ ^S'M7-i5^ («3J;trf, -T^^S^-^s/b 

)) ^:^M-T=i.>f a— 5 0 0(^;.{^y 5 0 4fcti— K^tb^o CPU5 0 2 

CPU5 0 2f4, AtJ^5 0 1XAtl^fltcmm^-ht\Z, fxz-Pr^fVf 

^mt^. CPU5 0 2{*, itl.e><75'|f#^p(^y 5 0 4lC*&MU# 

15 So ^(^^. t±J;^§P 503 CPU502 :as^$^lUfc^Jl&(Oil^^^^^7'" 

o 

:fe-fe^^^T-t-5 = i^t^^-^©5 0 0(Z)^^#J<S:^i-, ^';^7^A«^Mfi. HI 
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3 2(z:^$nSo 

3Vtf:x-i5'5 0 0J*, Xt)n5 0 1t. CPU5 0 2t, mtlUSOSt 
. ^^V 5 04t^ ^^:^5 0 5i^#;t.5o Atl^SOlt. CPUS 0 2^ 
. W;t>fB5 0 3 i:. ;^^V 50 4tl^. 5 0 5 J;oT+aatC^J^$tbT 

^^i^if::^^^ 5 0 0^^:j:oT^^T$tt5^JII&^{^^2JH|j£o«la©tEiii&^l5^5gi- 
CD-ROM. CD-R, D VD-ROM<^ J; 5 'fe^SOiJ'-r >^(7)|Ei^^ 

5 0 6 (Mx.{^. T^-YX^ K^^:;^. ^^5^hr7-:i^ (M^f^. i^>J^-^.5/ h 
15 )) ^r^UT^^f^^^SOOOpt^y 5 04{J:n-K$tL5„ CPU502 

20 ^t>A;bUTt> j:v\ 

CPUS 0 2«. A;^$iss 0 i-VAti^fitcmm^htiz, ^xiyr^j\^'f 

vx^j^v^ ^^v 5 0 4\z.mi^^my'-^^^m-t^o ^(d^. cpuso 
25 CPU 5 0 2^m^\.timM(D:^m^mMm^r-^ tvxmtiT?>o mti^ 
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a) ±w.m&^^mwc<Dm^(D^Mm'f-iz.mm'r^^m; b) jhiB}^i&j3::f^ 

-hia^^ (b) T*#e>tl,fc^ci:7 7'^/KDcfj;&.e,. _h|a^^ (e) -t?#?>tT,^ 
20 (O^^m^lt. ±IB^^ (f) {3l*5V>T^^$^fc7'a:77'^/Hcmi-§_b 
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5 d) _h|S^^ (a) Jc:*3V>Tii^$tbfc. r ;V(0^ii^ib. 
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±w.m^^m(D-:f nyr^^vt^h ±mRf^(D'i^m ■^^m-th ^m. ^ms^^ 

^ IS 131 # X. b fc * 111 ^ ^ 51$ B ^ m ^ 5 fc J?) o ll=fT $ 5 ^ it) ^ 

20 ^^h^ ±M-:^nyr4;V(D^A^h^mmHn^mm.', d) ±IB^Ji&^*|^;g 

^/wtr^S^jiR ; f) JilB^JW (b) T'^blxfcrn 7 T'l'7i-®4'>?i^fe. ±|B 
(e) T?#6>tLfc7'n:7T^>'^lJ:>5tiSi-^7*'n77-i'/i.Sr^^-r5^)i|S ; 
25 *3J:t;«g) ±ia7|cll^(0^5|5H^«. ±IB^JiIB (f) ^^:*3V^TS^Je$t^yt7't3 
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^ $ S 86 :7' D ^ ^ A ;as ISft ^ T V ^ :5 „ 
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s^iii; d) ±^ms^^^mM<o^Mm'^i^mm'r^^m; e) ±fB^*^$n 

'7-iz.m-r^±mM(Dy'viyr^/i-^%^^mi f) ±is^)ir (b) xmhti 
25 yh7'^7T-r/^o4>/&^e>^ ±iE^ii|g (e) -vuhfift^^viz^T^ /^izmm-r^ 
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10 — LT. Ji|B^IB|lS(D7't3:7T^/^^#^^JlIl ; d) Jiia^HK (a) 

mmt:. ^mmm(D^m^^mvxm-M,\^n^^tf>ix^^. ^(ox^tn^vi 
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^^^^ft^^xm^\.tcmm^tc\±^js^:§:mm'r^^m^m^^. mm^fn^^ 

^>^da.-i'BOQ\-i., AtiUSOlt. CPUS 0 2^. tb^SBSOSi 
^ ><^y 5 04i:. ^^;^5 0 5iiSr{i;t5„ A:^$|55 0 1t, CPU5 0 2i 

V^§„ A;^lFP5 0 1 ^j±|;tJg|S5 0 3 i: A(li;^^S 5 0 6 fc^J^$tl/TVNS„ 

=i^fcr.x->5r 5 0 Q\z.::.^xmn-^^^mmm-y<o9im<omm^mm^^o 
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MO, CD-ROM. CD-R. D VD-ROM© j; 5 5fc^«®i?<:7'©|Blii 

5 ^ m:k.it. yC>^--^y h)) ;Sri^bT=i>'i^3.— ^ 5 0 0<D^^P 5 0 4l;i 
o-K$tL5„ CPUS 0 2*5:j:@Mfi-lt>^niJ^^A*3j;t;t/'^^{i51^:/ai/ 
7A:Sr^iff-t-§r ^lc:J:oT. =t >'fci.^>5? 5 o o *^P^<?5+@M#it:^ife 

CPU5 0 2f*. A:;^lFU5 0 lT'A;^$^fcit#^t>^tc. T/n^T-T/Hs: 

-i?tr*&^i-5o ^<^^. CPU5 0 2«. wtve><^'[f^^^^y 5 0 4lc^& 
J^U#So -^c^^. ttl;^|f|5 5 0 3 ti. CPUS 0 2dSjl^bfc^|&(3D4^^lz:i| 
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hy-j'A. yf^i^Yf^-mi-hvt^j.. HE PES. mt^^i^^y^j.^ mt-rhv 
^^^m,i.fcmwt(Dm^^fD^tvxit. m^it. dna. rna. pna. 
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Wt:^{c?^«U;rcWi:(^mi^^^-fr^bT«. M;t.{^. DNA. rna. p 
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u/c:dSoT. m^i.<},t. ^(Dfcmz., mm^Mm^^^^m^mK.. mm\^ 
15 xhx\f\ 
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sits. mm<D:^m<o-:fviyr^/i^^'S5L^'r<5:Lti!>iX*^^^^\ztj:^ti, 
tcl^mit. mn(D=i>if=L--^ m^iit. Wi ndows. Ma c. UNIX. 
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n^--^-(D^V2yr4;v^ jj^^^^j (^j^^^^ V:ff:^h\ mm. 

10 mo^m m^f£. mmm. m^m. i^^/^afco^i^vk^-) umifhth 
m^tAy ifx^^nm^m^xh^x-h . —R.:^mm\zm^x7^-'$'^WLm'-t 
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mmxh^. wCT\ ^mm(D:}omt. m^^oy^^mm^. 5i/h^m^u<« 

15 y KiSfe. FRET*5j:t;tBRETd=»b>&5PJ; t)M*^$tbS£^llf 

Protein-Protein Interactions, A MOLECULAR CLONING MANUAL, 
Edited by Erica Golemis, Cold Spring Habor Laboratory Press, 
20 Cold Spring Harbor, New York ^^:|SS$tl/TV^5 {^(OXm-t. FRET t> 

'fbi: U-C^ffl-f-S t V> 5 ^^Xh y) > Protein-Protein Interactions^ t(r 
ttlx Miyawaki A. Visualization of the spatial and temporal 
dynamics of intracellular signaling. Dev Cell. 2003 
25 Mar;4(3) :295-305. Review tZl^g^ $tLTV>;5e BRETJ*, :$^^|^ffiSf^ 
MT J^Xthy) ^ Boute N, The use of resonance energy 
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transfer in high-throughput screening: BRET versus FRET. Trends 
Pharmacol Sci. 2002 Aug; 23 (8) : 351-4 . Review ^^:|^Jfe$t^/TV^ 5, 

i-:>(Dmmmmi<zi3\^^x. :^mmKx^x±^^^^y'^^i'i^ :rn:7r^ 
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h X2 xxyry{}vh (om.iktt%. 'm^^mm^ J; ■x:^^^mm^^ ^f^^^m 
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^coj:5'^^»^;^fe^bTj*. m^\^. m 
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:l:lx. :^mm(DmM^mz^\,^x. M^t:^ti^ms^<o^mt\.xi^. ^ 
*^pJ{c*3v^T^^^ ^tb^j^isji, nmmxhoxhi^mmxi,^xi>x 
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5 2|c|§5g<^>iN!l^:^fe'T?t4. *f^^"f5^«lfe»^6<jH^^(*. Sy<D^«fe^e<j|a^^{;Ljg 

15 ^^m-mm^^^:Lt-dix^^^w^±x\ ^^m^i^mm-r^jin; b) 

l^xmms^o^yv^ -7 7^ f\^(0=f—^ ^^^i-S ; *5 j;t;? c ) h ^ 

25 
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10 So 

itf^>^n:7T-r/w(^^+S(Dmi^tr^sij-rsxssr'^-^u#So 
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n^m. m^^. ^^m. xm. mtimih. ^^^^Bisxxj^ 

nm,<0^^yr^ J^^^m^ZLU; f) (b) ■t?#^)tl/yfc7'i=t7T'</V'0 

^t^^. ^xm (e) •T?#^tifc:7'ti7T-<>'He:jy-iS-t-5:7'i3 7T-f/v^^5e 
i-SX@ ; :^j;TJ«g) ^xm (f) {^l*5V^•r^fe^$tb 

fc7'n>^TH'/Hj:^^s-r^^i!E^<z)^5feH^^-cfesct^*^-rsxm ; 
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^^mm-r^iM; b) mmm^mm^(D^^m'f-Kmm'r?>j:u c) mm 

mms^(0^n-7T'^;i^^m:&XM; d) ^xa (a) ^;l*3V^T^i#t$tL/c. ^ 
:rtt:7r-r/^(04';i»^fe. mum (c) ^^::i3V^T#btbfcy^7T'f /H;i>ct^S-r 

J; o Tfe^ ^ 7*— iJ' ^s^i^tt $ ;5 mmmi^ KM-T^o ^mm^lt. i£ 

"25 V\ mx.}t. ^<^J:P'fe|B^S^#:t bT«. CD-ROM. 

CD-R, CD-RW. MO. ^:=iy'^:^^^ DVD-ROM. DVD 
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= :^ — ^ # b e> ^jNBia <D y o :7 7- -1' t?- fej^-r S ^ 

^::i:^w-^^^;bT«. -^ajj^f^. (Mxiff. %^mmm.. '^^mmm.. 
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:^TM^m^m\-±. 1^3 2{ji^$ttSo 
15 Ri (spR) -r^-i;?^'^, m^m-^. 'fb^6«j*^}i^'fb^6«)-^-:;&v_(j5VNi» 
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10 



^m.<n>Ulk^^h\z.-^7^^ ^mo^l^fittilE^ 
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s^^Ij:^;^. 't(o^^m'f-(Di^M\z.}t^}:.xmm^i!)m:^mmi.. mm-r^:i 
m^<omm^m~^m^^o:Lt7iix^^xwi^; b) m^tD^^m^^mm 
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^^m=}-\^mm'r^^Wf. g) m^wt (d) -Q%hfi.fzM^(o^^^^<D:fxj 
^i*. is^^^. ^=^5^-^^, y'-^±^^^, mmnn^m. w\(Dmm^ 

if^X^^o 0^b<ft, ^i5c(^5NflllStr'^tf„ ix;=^7^J^'^MfeM 

c) mm(Dms^^m-'mm^^^:ik-i!>ix^^^i^i^; d) i^jNHjisjb^ 

f) m^mmi^ (a) ^^:*3V^-c^S•^$tv5^:7'^:7T-f/^(??'=F';^l^^, 

^-iS'fe^^^o +Bii#tt^^. m(Dmm^mit. :^mmm^^i-f^m 
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^l^cD^JiStr^tfc i^;^7^A;^^0»Jfi, |g3 2fc^$tL6o 

^^m'^^^^^iz^A^xmm^ti^o 
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7K^-:^by^>A, ^^7K^-:^hy i^A, If/Hf h y A, HE PES, 
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^i^ti^mt(Dm-^i^^m\^^xmxwi^±izmm-r^jiu. ^^t^o ^wi^(D 
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-at. mx.it. 4i^^i^=ci^y hyv:^hm. t^^^rw^fe. ::^^:^ymf)mif 

K^\t^xm^<om^^m.m't^^hi)^x^^^ m^^wc^t. zfvi^v^^^-^ 

20 tt^-^mxh^o 

ry'i^^/ummi ti-i. m^M^(omm^M-r^(}^f3:< thl-D<Dm^v'- 
^(om^^\^^^o ^fi^(Dm^y'-i^n. mm(DMmm\^xn'z>fcmf^(Dm 
m^i^tmm^^t^mm-^iirtch(Dxh?>o y'i^^/i^mmt. mm^m^^ 
"25 ^ibfi^t. 'tfDmi^^\^mm't^mm.mM:^nm-^mfj:^^\z.m^^tix 
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.» 

mm.^-^K\^ A2. ASO^tt^ttfa, ^a^#^^-t-^N-7;^-i5r^;U 

^^7^-c5^AUa. FDMEMJ ^ V^ 5^:N6^ffiV^T p H Fyj. fs 7j 

l^x CO^aS rsj %h\^o1^im*^XWmKik^^\., FTe t-OFF C 
MV EGFJ. rCMV EGFPJ ^V^5W^^^--^ TD o x y c y c e 

nej ^v^5^b#^J^ (m^j) ;6^e>/.eS^Ji!c^^fl&A{;i^x.S^i:{;ij;e), 

^Wf-d'K2\±^ FDMEMJ Vn 5 i^^^ffiVNT p H fZj. ^ Ts 7j 
m.. CO^^m. rsj %iV>5^S&^#-X?«A^^#U Tc-f osj 

rpsc8 3 3j ^vN5^b^$ijii!c mm t^i:>fii^wm.^mi^ 
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mm'T—'^A3lt^ TDMEMJ V^ 5 :^i^&^fflV^T p H Fsj, Um. r3 9j 
CO^mSl r4j %^V^51^«fe^#T'«AS^i^*U TCREBJ i:V>p 

5 rv i n d e c i n e J t\,^^^t^mm (.mm)- t)^hf3:^mm^ 

|g3 3A> 0 3 3 BlJ:^$^5^J-e(*, ^ ^ 

<^ i?' -r =1 1:° ^ — ^ } c: j; o T Hff ^ S o 
;^7"s/:7's 3 4 0 1: mmM^(Dms^^ii0Mir^m^y-<'7^-'$'i)m^^ti 

-iJ'Sr=»>'fcf^^^;0Sgtt^5Ci(cJ;oTfT:bti.So fe'5V^^*, ^a^g;^^ 
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^ W;^ ^ ^ X - ^ = - ;as g 156^ IJIJIX^ t> U < fi^W-r S is: J: 

;^x5/^s 3 4 0 2: mm^^y^—'^'Kx^xw^^thfc.m^^^mi-^m, 
m^m^ir^^my<9 ^^—^amn^ti^o mm^<y;^-^(Di^%i'i, mx.yf. 

oTfr^ttSo fe5v^{i, mmmm m^i-ts mmmm^^mir^±>'^fj:ti 

:^T>y:fs 3403: ms^^<v ;^'-'$fKX'Dxm^:^^ftMm\7i-¥^^mWL 

^^Ki\sLm-hv<itm^'r^:Lt\z.^oxmw^^-^v;^—^^'^n'r^x^ 
u^mw m^\'t. mm&'^^'^=^'^—t^'^=-'^-mmiti:}£) 

-25 ;^7"y7'S 34 0 5 : ^lia^^•7P«-l5'^^^/•?9^-^5'^:^IJ^/'?7P<-^$^i 
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:^y'-yys 3 4 0 6 : ;3<.-7- vy:/S 3 4 0 l-^y^TiyTS 3 4 0 5 

^3 5f*, ^i^^^i-mm^m\f^xm.M(Dmm^M'r^mm^^^nm-r^'9- 

20 — lf;^^*i#^i-5=t>'lf3.— i5?i/;^v-A3 5 0 1 (Dm^(D—m^^-ro 

= >'f*-i5^i/;=^7"A3 5 0 1?*;&s;^M-rSi?— lf;^try ^oc;;^ b 

;^^M#^-f l^':^:7'oy^^^3 5 2 0 fc^-^tPo 

= :/t'cx-^?v;^7^i^3 5 0 mWc(D^-\^:^V ^=^:p^^ 3 5 10^-^ 

25 ^■T?V^T1>J;V^„ 
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3 5 2 2\Z.^m^itlt^y'i:^^/>m!l^(07'—-^mT^\'i. M^if^ 1^3 3 A. 1^3 
3B^^:^$^^5i*3^)-efe^o •y'-t?^-^ 3 5 2 2 {i. 1';^:/^/^^ ^5^ 
3 5 2 0(Z)f^gpiJ:lglt^tl/TV^Tt> tf^^T'ax^xT^S 5 2 0 (D^ 

f— jJ^3i;:?>iJr 3 5 1 0:^3^tJ«j^— lf;^7'n^M^3 5 2 0(?DJetb^tb 

10 f— if;^ y 3 5 10 t^-'}^:^zfn/<y( ^ 3 5 2 0 ^:f4, M7 

— 3 5 3 0^:^U-r^^$^^TV^5o ^ M7 — 3 5 3 0 f*. ^M(D^4 

^-5^ M7 — iJ' 3 5 3 0^5^:^^?— ^^iix h-Vh^m^\^i-i. ^—\fy^V^=^y^ 
15 iJ' 3 5 1 Of*. 1?*:a5^f^-rsWe by7^>i^•■T?fc^)#, '^—\f:^zfv2^<^ 
^3 5 2 Of*, ^ ^t^ix hSr^UTf— tJ'^i;^^ 3 5 1 OK^m^ 

ifx^:7't2^W^3 5 2 Ofc:W^{j:T^-fex-r5;ii;&s-pir||{j:;fe5o 

20 —):fy^^m^ir^mm(DmW<D~m^^iro r(7>feSf*, 1?-— bf;^ y ^m;;?.^ 
3 5 10 if;;^>^ax<?^^3 5 2 0 t t fc j; 19 ^^ff $tL5o 

J^T'yT/S 3 6 0 1: i?— tr:x y rJ'rn;^^ 3 5 1 0 f*, J^jfe/"?^ P« 

'25 its XML■t?|B3iE$;i^TV^5o 

:^f^5^:?'S 3 6 0 2: If;^ y ^rc;;^^ 3 5 1 Of*, ^oy h^f- 



175 



wo 2005/021744 



PCT/JP2004/009404 



^LT^-iJr^^;^ 3 5 2 2 Srt^^U 35221^ (31^ o:)^^^! 

tf;^ y i5'rc;^>5^ 3 5 1 0 \z^mir^„ ^(Dmmjt^i^t^mt. m 

:^'riy^S 3 6 0 5 : If y i5^3ix>Jr 3 5 i q If 7" n 

3 5 2 o\<lXoxmm^tl±mw:Jt^^^^^^m^'f-^o 

15 ^^§^fc^ict4, i^-lf;^:7•^yM^?'3 5 2 0^^. r^^/jiUj ^ 

fc-So 123 efC^^tL'SJ^T^vyT'S 3 6 0 1~S 3 6 0 SO^Q-S^^ 

3 7 Ji. tf ;^ y 3.;^ ^ 3 5 1 0 ^ -->5^ i mmy<7 

Jjfc^b\ rtbe>(^^^•9^-^5^S^i^-lf;^y j}^3:;;^^3 5 1 0 {CA^-f-^^^fei: 
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-rSi^-fc•>^P^al;^^$^'3 Slot, -^(^ P ^^^i;;^ h ^^:J$;>g:UTm^0^i^-lf 

;^^li#^i-51t^c^iJ— tfx^^yd^My 3 8 2 0 i~3 8 2 ONt> 

lf;^7°n/<xf i5^3 8 2 0i~3 8 2 0 N;&S|i#^-Br||;^^^i>;^£ < ^ 1 oCDi^-l^;^ 

■25 t^^^b;fei^-^f;:^l^•5;?x h y 3 8 4 oh^^t^. ^:lx. m'ii2&.±.<o^n 
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5 3 8 2 2, i^^m:^tifc'fi^^/}^Ms^(Dy'-^mmt^ m^i-i. 0 3 3 A. ms 

3BiJ:^i^$tt5^^3«jT?feS„ -T*— ;^ 3 8 2 2 if*^ '9-^\f:7.zfu/^yC^ 
3 8 2 0 ,(Df^lHJ{;i^l-te>ttTVNTt J;V^U ^-}fy^^r2y<4^s 8 2 0 

7&*5, i^-tf>^7'ny^^^3 8 2 0i}*, iJ^'fe< t^loc^y^i^iJr^v.^jjg^^g- 
1^-tf;^l^5;?x^ h y 3 8 4 OJi, •i^-lf;^7'o^<^^^3 820i~3820n 

^5^RrlgJ^i^i^-tfx^^t- 3342 izLT^± 

^■^|g/=fcj;5Jc«^$tLTV>5„ •r-i5^^-;^3 8 4 2«, h 

15 y 3 8 4 0(^>|^|FP^C^^te>tb■CV^TfeJ;V^U, '^—}f:^Ui:?^h}) 3 8 4 0(O 
^Ui^^nhtlX\f-^X-hi:.\,\ 7*-iS'^-;^3 8 4 2 jSlf— If ^^^^fT^-iS' 
=Sr*&j^i-5 ^ ^ Id J; . If l/i^^;;^ b y 3 8 4 0 — if ;^ ^^^-f^ r. 

tt^X^^o T^-iJ'-^-;^ 3 8 4 2lC^&J^$tl.'57^-^<D:7;j-— bf^^J?) 

20 1^-lf;^V'i;^;^^y 3 84o^WSi-s^^±;a5A^-C'fToT%J:v>L. -y— if 

;;^:7'a^W ^5^3 8 2 0i~3 8 2 0 ^id^b^ 5^ M7 — iJ^ 3 8 3 Ol^^UT-y— tf 

;^w^:;?;^hy3840 fcy*- ^mmir^ ^ 1 J: o Tff o t ^ J; v \ 

•y— lf;^y iJ'ai;;^>5'3 8 1 0. ^^\f:^':ru^<^^3 820 i~ 3820 
XX/-f—}^:^Ui^:^ hV 3 8 4 0 (D^ti^til-i. ^M(D^^:f(D^iy}^=u—'$' 
"25 -efo!9#-5o 

•y— if;^:7'n/M >5^3 8 2 0i~3 8 2 Gn^^^^^^h:. mmtm^Whw. 
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0*bv\ if;^ V ^^7.9 3 8 1 o*3J;tJRi^'-tf;^^'-:?>^ MJ 3 8 4 ooo 

8 2 0i-3 8 2 ^(om'nmm\z.-'^(Dm^-^mfz.-ir^t^m^-5\-^^^h%^ 

^'a:;:^i?3 8 10 t ih— If ;^:/n^M iJ*' 3 820i~3820n^ 
10 i^-lf;^^i^'i^;=?. h y 3 8 4 0 i:}*. hX7 — ^ 3 8 3 0 ^^UT^J^^tvT 
V^-5„ — 3 8 3 Of*, ^£^(^^^'1' 7"<D;^ M7 — ^"Cfe 

M7— ^ 3 8 3 0;$5^>'i?— h-T^fc^Si^-g-lciti, 1^'-lf ;^ y tJ^m^^ 
15 ^3 8 1 Oi-t.' ^>^-:^>yh^:ff\.X:=--^i!)mf^-r^Weh-:fy^'f\Z.m 
m^tb^We bi^w^— f— tr;^7'a/^^ 3 820i~3820n 

tl/SWe b1?-w^— ^lO^-a-. lf;^y 3 8 1 Of*. 

^3-— 1?*;&S^f^i-§We b:/9!^7•r^^1^-lf;^7'^x^^^J^3 8 2 0 i(7)We bi^ 

20 ^:Sr4'^-t-6:^— . We bi^-1' h Uraig-t-^o Cl(^j;5 5'<e«^ 

^tSCiirfcj;??, -ta:#cf<Dri.— lf;^:/ay-^^^3 s 2 0i~3 8 2 0 

"25 ig3 9f*, fi^^^^nji^^m\f^xmM(ommz.n'r^mmf^^^wmrir^'9- 
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3 8 10 ^f— eXT'ny^-fiS^S 8 2 Oi~3 8 2 0 i^tfimWlir^ :i tKX\) 
:^y'iy':fS 3 9 0 1: If:^ ]} ^3:^^^^ 3 8 1 0 Uf^^^y tm. 

^^T^S'T'S 3 9 0 2: i?— y ^31;;^ 3 8 1 0 f*, ^(Z>y Ji;^ blJl^jg 
#bT1^— if^^vi^';^ h y 3 8 4 OSr^^mu i^— If :^::^ci/<?^ ^3 8 2 0 i~ 
3 8 2 0^(D^\Z.^<O]) hO-f— If If ;^yo^^-r ^5^ 

10 3 8 2 0 i;?i5#^E-r^d^^d^^^^i-:5o w;iT\ if*. 1 ^^bN(^V^•r^^v:g: 

If^^T'n^-^^tJ^S 8 2 0 i~3 8 2 0N:i5ii^B^tg;^j;i^w-tf;^^^^_t.;;^ 
yi^^ by 3 84 0{;:^^UT*5<:fe-^a; UTf:i^^©::^^fe^^ffii-;5r 

-e^So f>ix.{^s ifp^y^n^^^^s 8 2 0 ^am^Mz-nir^mm^^^n 

^f— if;^>^c2/W:$^3 8 2 0i(D^g?^#5ti-^TKw;^ (M^f*. url) 
^^x«-j5'^->^3 8 4 2ti^S-^UT*3ttt^J;V\ -^il^J^. If >^n/M 
i5^3 8 2 Og^s^ilSB. ^Ji&C^^:^i-5||@^m«rl¥mi-Si^— if;j<.Srii#^-5rii 

20 'I'ir3 8 2O2(^'05rS^#^i-^TKlx;x. (^J;t«. URL) t^f—^^—:^ 
3 8 4 2{J:*&J^b-C:}3lt(^J:V\ foSV^ft, lf;^:7'a^M;5^3 8 2 0 3)5?^ 

mk.\t. mWi^<y;^—'^) t'^—\^:^':ru^< 

25 -ri5^3 8 2 03(D^fcg^#;e-rsT Ki/;^ («?fl;t«. URL) t Stt^-^-^—:^ 
3 84 2iJ:*&jpftLT*3< J:5lc:LT%J;v>„ 
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;^^5/:/S 3 9 0 3: i?— fc-XT-n/^y 3 8 20^-3 8 20^(O^iZ^(D 

5 ft. ^^^'^^^^^ 3 8 4 0<^7^— i5^-<-;:^3 8 4 2^#flg-t-6;i^{c:J: 

;^7^5.:7'S3 9 04 :1^-lfx:/^yMy3 8 2 0,^*, -^O y >5^rcx M^i^;; 
#LT7^-i5^-<-;^ 3 8 2 2, ^^^U X-i5'-<-;^ 3 8 2 2. l^lC^O V ^ 

:^y^iy^S 3 9 0 5 :y'-^^--:^3 8 2 2 ,\Hiz^(DV ^:^:^h\z^-^M 

15 ^fi, XMLT?|BJ:E$tLTVN§„ 

^^T^J^T'S 3 9 0 6 tf;^Pi5'3i;^i5r3 8l0J*, ih-lf ;;<Ly tiy<?xr 

3 8 2 0 j{e:<J:oTli#t$tL;fe:^iMj^;^|§:^^^^-f -So 

y'-^^--:;^3 8 2 2 , f^fc-?:(Z) y iJ^aix h J;i-^*tt5«/^7P« -iJ' 

t mmy<9 ^^-'^t mm^<'7 ;^-^t imm-r^mmt^^mmnf^^^ vfj:\,^t 

20 ^^:^nf^m^\Z.i'i^ •t-}f:^7fu^U^3 8 2 0 ^J^}^, T^^^febJ 
tV>5^m^f— tf;^y ^3i;p^>5r 3 8 1 0fCft#^i-5„ 

y ^rc;^^ 3 8 1 0 ^mmjt^^'^^^m^-r^mmt \.xi£m(Dmm^mm u 



181 



wo 2005/021744 



PCT/JP2004/009404 



0 ^^<z>"9— tf;^:/^^/^^ ^3 8 2 0i~3 8 2 o N:?>^*i#^"^t^''.fc 

5 i^-fcf;^%i^-lf;5^.l^i?>^ by 3 8 4 0{;i^lli-r5;itl-J:oT^ xv^^/v^ 

10 UtSffl^tt^o 

20 

^j^^f^4^ m^^^^. Sigma (St. Louis, USA, ^tft^M i± 
"25 (^JfeMl :|^^) 
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5 1) y^':fxi:^^^i^ (IB^J#-^11) ; 

2) 7W':?'t2^:5^^>'29kDa77^p«Vh; 

3) :7>f :7'n^^f^:/4 3 kD a:77iJ^^:/h ; 

5) 7w::/o^:5'^>'3fe|g{*: (BB^!I#-^1 i 5 *>s i 5 2^<DT7=^:^t:tx 
10 -rv^-fci^'fb^iirfcfefD) ; 

6) l/n^^i^^^-F (H#<k^, :StU, BTic) ; 

7) y^n;^^5=-VL (Hmb^) ; 

8) ■^xi:^^^zyp 1 u s (H^-fbfife) ; 

9) =7^^^ (iB^tI#-^6. 8*5j;tJ«lO); 
15 10) RGB^zff-V (hy^:r^K); 

1 1 ) R GD 5|r-^^;/5: 3 0 k D a K ; 
1 2) 7^^i^<^5T5:yM (I KVAV) ; 
1 3) -^^^^^o 

DNA^ UT h 7:^:5^:7 31 jj'^^' 3 >^<DtLii>(Dz^^:^K K^r^i^bfco tt'^:?^ 
20 ^K^UT. pEGFP-Nl*5j:T^pDsRe d2-Nl (i:1>HlBD B 
iosciences, Clontech^ CA^ USA) ^^\f^1to ^tl^ 
(DZf^:^^ l^X-n, 5t^^|§mf*i?--r f^:^faT5r^/v;;^ (CMV) (DmmT\^ 
fcSo ^9^^ KDNA^s E. c o 1 i (XL 1 blue. Stratg 
ene, TX, USA) 'f' "TfitiligLiiililbfcr^;^-^ KDNA^^^^r^N"- h 
"25 i—(D—:^t\^Xm^f^fto DNA«^ DNa s efeRNa s e %-^*/j^V^^W 
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e c t e n 

e Transfection Reagent (cat. no. 30142 
5, Q i a g e n, CA), TransFast TM Transfectio 
n Reagent (E2431, Promega,WI), Tf xTM-2 0 
5 Re a g e n t (E 2 3 9 1, P r ome g a, WI), Su p e r F e c t T 
ransfection Reagent (301305, Qiagen, C 
A), PolyFect Transfection Reagent (301 
105, Qiagen, CA), L i p o f e c t AM I NE 2 0 0 0 Re 
agent (11668-019, Invitrogen corporati 
10 on, CA), JetPEI (X 4) cone. (101-30, Polyplu 
s-transfection, France) *3<tt^ExGe n 5 0 0 (R 
0511, Fermentas Inc., MD), h 7 17 at a >'^^ 
-t:SBDNA^J;TJ«T^^>"f^ffli^«(;ife^;5.Ci?>^I0x.5;&=»fcSV>f*DNA 

15 :l(dx^\z. vxmm \^fcmm^&.T<D h 7 7 3. ^ v a i^r w srffl v^fc 

20 (:7"nh=i;u) 

HaO^'t^l 0 n s/n L©;5<1 hj/jJ^i: UT<^#Lyfc„ ifeT(D#f;^P B d 
dH20*fc?4i5^/^-^i/=tMEMi#«fe^fflV>Teo/Co ^f^^^iJi LT. m^U. 
0. 2Mg/'jttL. 0. 27Mg/'ML, 0. Ans/ii-L^ 0. bZns/ 
25 ;z L. 0. e/igZ/iL, 0. 8/zg//iL^ 1. OMg/iiiLx 1. 0 7 /z 
g/iuL. 1. 3 3Azg/jiiL. ?^jJ^^fi]^UfCo 
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FDNA : ±t=^—/U^ h y^ib^h lOOmLODL-amptf-e 
— Bfeitm^^. Qiaprep Miniprep *fcfiQ i a g e n PI 
5 asmid Purification Maxi ^m\f^xm^m^7im^'f' 

^^mm, (hMSCs. PT-2501.Cambrex BioScienc 
e Wa 1 k e r s V i 1 1 e, Inc., MD). fc (HEK 

10 2 9 3. RGB 1 6 3 7, R I KEN Cell Bank, JPN),.NIH 
3T3-3^1i^ (RCBO 1 50, RIKEN Cell Bank, JPN). 
HeLai^llg (RCB0007. RIKEN Cell Bank, JPN) 
iS^XJ^He PG2(RCB1648, RIKENCell Bank, JP 
N)o :ltbb^*^ L — g 1 u t *3j:U«p e n/ s t r e p ^-^tpDMEM/l 

15 0%I FS•^'-eig^byh„ 

(#g^*3j;tJ«DNAO>^3jfi/ h) 

tti^lb. ±mm^m^. ru^i^mm (a r r a y e r) ^ffiV^T@^i^^t#: 
25 i^$Wco ^j!^^ra<^^H}i. 2^rad:.f>l51^iU^o 
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5 5 5^r^.-r h Uyto 5 0|iL©h7i^;^:7 3i:^i/'3>'^^ (Ef f e 

ctene:^^^) Sri&Dx.. -^rUTf-^ix-r ^ ^-jJ^fc J;oTm-a'UfCo h7>^ 

MS^trWJwr^yxi h^tjv^^-to b9:^;^:7a:^ ho5fcfefcj^j|g^ 

Eg^(7)l 00X100X1 5mm(^-^M;jIIL^fc}:i^^l OOmmXl 5 mm 
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^ru^P.^-^-r (GeneTAC U C 4 X 4 . G e n o m i c Solu 
tions Inc., MI) ^m.mVito J^lfe3fe^S (^£«©:^'65:) ^MMV 

(*M^^jfesmmi^iii <fc ?>m}T-m.m) 

SCGM. BulletKit PT-3001.Cambrex BioS 
15 cience Wa 1 k e r s v i 1 1 e , I n c . ^ MD, U S A) ^fflV>:fe) 
^^U;feo *Bil&iiSr4%/'?^7iN7^AT/V7^t mi^-T?@^Lfc:#, ^-fel^l^-C 
fcSSYT043i:t;?T exas Red-X7Tt3^i;;fi^(Molecula 
r Probes Inc., OR, USA) ^M^fc^^IBbr. ;^*5j;tJ«F 

T ^ ^ u :feo at-fe^^jgi^ ij: j: o xm^-r s f - $ ttyt 

20 i^>':7'/^t^*^.^l/-1f-m#^ (L SM5 lO.Carl Zeiss C 
o., Lrd. tr^'sl^—zHh-f X=Ch 1 = 1 2 3 Atm. Ch2 = 108Mm; 

m^ppgi5i=o. 4) srMv^T. ^yf^^mtn, 
mm) 
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Wi^'^%^':f'ci^^'9-i/ (:7'n;^i^f^vF^ T'n^^^VL, ':fxi^^^^yv 
lus) *5J:u«^ ^^i^i^fi, h7^^;^:7rc^iX3 >';Os^c:oTv^fco 

^rciJ^i/g i/^^0^:^^^-f-, @4lJ:^(DJ^m^Sr^i:fefc^^^-fo 2 9k 

Da$5j;t;?7 2 kD a ©:77^^ >- bJi, h 7 :7 a: ^5^ i/- a 

m^^^ 4 3 kDa:77;/pOhf*, ^(Omgf*. ISd>o 

10 fco tJ^oT. 2 9kDa{c-^*tt6T^y^ia3?!l:esh^:/:^:7^tJ'i/3:/^^ 

©±#^C^S:#J%^ytU-CV^5C:t35S;^l^$t^.So 2 9 kD a V hf*, 

^^•ii^^hk>}£^hf\jflt^^tz.(r>\z.-^\^X^ {t(OZL^(Oy ^ :^ Y (4 3 k 
D a*3j;tl?7 2 kD a) X^\t, ^mi)^ ^hflf^o ^-oXs 2 9 kD a K;^-f^' 

20 < 5 kD a, 0^ b< fi^?'^ < a: t> 1 0 kD a, J: «9 0* U< {itil^jfe < 

% 1 5 k D a ©^^^i^-g-tf i ;6S i> ^ :7 rc a 

^■To ®5t?f*, ^^hyl^:^y:j^i^iyBl^itni^i-j:^^tVXUEK2 9 3 
25 ^iia. H e L a ^Ha. 3 T 3^5^, b 9 >';^:7a.-J^ Va 

^CT^Hgi:V^^?tL-CV^fcHe p G2m*3j;U?^^^#^J5^ (MSG) ^ffi 
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K2 9 3. HeLa. 3T3«t>-t,^^, h 7 i^a i^::T;-5rtg^ 

TV^fcHe pG2*3j:U5MSC-et>x H e L a *5 J:tJ« 3 T 3 tJlEESSc-rS ^71^ 
10 ;^:7a.>5'->3 ^«^J:9^£^^{i, =e§5l5<^h7>->^:7a.i^ 

^J-. 07ibT> :7^::/p;^>5.^:x(D^^^O. O. 2 7. O. 5 3. 0. 
8. 1. 07*5j:t;tl. 33 (^H^^X/i g/juL) ^ bX 
3>'^f?ofc^'a-<^^m^^i-„ I§l7-e{*. PLL (j^y-L-y V?:/) ^-J; 

"'25 ^ K{^:ov^T:^'ro 
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b (mio), T>nAf^}£(om^mn(om^(omTf)mM>\z.ti^%(ohmK.^fh 

So 

(^MM 3 : ^<^j^;ffl) 

25 tLih\z.mmt.i^\.xmm.-%:nr:>tio 
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MSC^PT— 2501^Cambrex Bioscience Walk 
ersvi 1 le, Inc., MD), fc hKttW^JI&HEK2 9 3 (RGB 1 
5 6 3 7, R I KEN Cell Bank, JPN). NIH3T3-3 (RC 
B0150.RIKEN Cell Bank, JPN),HeLa (RCBO 
0 0 7. RIKEN Cell Bank, JPN), :j3a;t;5HepG2 (RC 
B 1 6 48. RIKEN Cell B a n k , J P N)„ t hMS C^lgcTJ^ 
i^iBia^rs TtTlROfc bra^^Ji&SjSitft& (MS COM Bu 1 1 e tK 
10 it PT-3001, Cambrex Bioscience Walke 
rsville, Inc., MD) t^-vmi^l^fco HEK2 9 SMm. N I H3 
T3-3iBia. He La^Jia43j;-a?He pG2jWll&(0^^, :itlh<Dmm^. 
10% ^->}i^^Skm iFBS, 2 9- 1 6 7-5 4. Lo t No. 20 2 
SFsDainippon Pharmaceutical CO., LTD., 
15 JPN) Sr^-rS^/V'-<s/=gfi[^^ — (DMEM. h-^/U^^^^ 
J:tJ?fcVl'lfvm'^hy !>A?|r:#-t-51^j5^/l-=i-;?^ (4. 5g/L); 1 4 246 
-25.Nakalai Tesque, JPN) f^X^WVtio ±X<omS^ 
Six:. 5% C02i^Mm^tlf^^>^=^^—^—^xmmVtio hM 

scs^-g•t?^l^^^::^3v^T. ^m^mcomt^mmir^tim^. 5 

20 J^ft7|5'^(75 h M S C VfCo 

f9i^;^7rn^i/'3 >'<^^^<lrWffi-f SfciC)lc, p EGFP-N l^j^tJ^- 
dSj^tj^pD s Re d 2-Nl^i^i5'— (;^; n 6 0 8 5 - 1 , 6 9 7 3 
— 1>BD Biosciences Clontech, CA) Ufc„ 

25 mzm.m'iFmm^}ii. f->r b^i^fni^-r/w;^ (cmv) yu^---$f--(DMmTx 
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. D s R e d 2 Sr^mbfc, y'^:^^ KDNASr. Escherichia c 
oli,XLl-blue$^c (200249, Stratagene, TX) 
'Ir^fflb-CiiililU^ -eUTEn d o F r e e Plasmid Kit (En 
doFree Plasmid Maxi Kit 12362^ QIAGE 
N. CA) \CX^xmm\^tio :^T<^#'a-^-*3V^T. :f^:?^^ KDNA^r. D 
Na s e*3J;tJ?RNa s e ^^^fs:\,^:^\z.^MV•f?lo hy =r^^ z^b 
mnUT<D^ 5 I- bT#fc :Effectene Transfection 
Reagent (;&^n^#-§-3 01425, Qiagen, CA), T r a n 
s F a s t TM Transfection Reagent (E2431, 
P r ome g a, WI), T f xTM-2 0 Reagent (E 2 3 9 1,P 
r ome g a, WI), S u p e r F e c t Transfection Re 
agent (301305. Qiagen, CA), PolyFect Tra 
nsfection Reagent (301105, Qiagen, CA), 
L i p o f e c t AM I NE 2 0 0 0 Reagent (1 1 6 6 8-0 1 
9, Invi trogen corporat ion,CA), JetPEI (X 
4) cone. (101-30, Polyplus-transfection, 
France), *5j;tj?E xG e n 500 (R 0511, Fermentas 
Inc., MD)o 

(m^^h7l^:^y=o^iyal^TU^ (SPTA) ^^) 

-fh httpi/Zstaffa. wi. mit. edu/sabatin 

i—public/reverse transfection. htm (D 

TReverse Transfection H o m e p a g e J (CfB^^ 
ti/TV>:rco h^^^:73i^>>3 :x (sPTA^^fe) (^:*3V^ 

T, m:^^y -ymmm=i-'y'^:y^^\^XoX^m\^it4 8^:^^<^-> (3m 

mX3mm) ^^-f-?) 3<:>(Dm<D:^9^ }^:ff'7 (^/^ V^aUfc;:^ 7^ K;«f 
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7^ TAPSy^^'T K *3j;tJ?7Ky-L-!Ji;?>'"T?=i-7-^>^j/U^;^^^ y.- 
sun ami Glass Ind., LTD., J FN) ^m^VtCo 

(:^iSfeA) 

Effectene Transfection Reagent tr^m-f- 
^m^. 'ifViy'r^^^m^i-i. •:^'7:^^ }f-DNA^i:XJ^ms^mm^^ (4m 

16042-41. Nakalai Tesque, JPN)) «r-g■^fc„ JifS 
(Dmm^. ^l^^i^:^yV':fV>^ (synQUADTM. Ca r t e s i a 
n Technologies, Inc.,CA) ^fflV^T^^ ^iTcft^KjT? 0 . 

5~i 0 M L^^yT'^fflvNT. h^ommi^mmvtco ^(Dyv>'h\^fc 

ito h9>'7.'7:j^^iya:^(Dm\^. i^E f f e c t e n e^^^, DNAT^y 

-hbfCo a©*J(DE f f e c t e n e^^jS^, m.3\T:^}^U^'$f^^m\f^X:^ 
9^ K;«f^;^d>e>^*U ^bT^:^df-^lf;!iiy hOF^fflfl-C^mtJlT 1 5^^ 
20 ;5^ttT^^$^^c„ #fetLfcDNA:ry >'M.fcX^^ K;=5f7;=^§r. 10 0m 
mmm'f^ y t , ^ UT^ 2 5 m L (Dgijjgiil^^ ( 2 ~ 4 X 1 0 

Sy^C. 5% C02(^-r:^^^-<-i5^-t;i^U 2-3 Br^-i'>'^^-<-M. 

"25 (^&B) 

h7V;^:73i^->3 i^f^;^ (TransFas t TM. Tf xTM-2 
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0^ SuperFectx Po lyFect, Lipofect AMI NE 2 
00 0. JetPEI (X4) cone. *;/IS:«E x G e n) (O^^, 'Zt'yy^ 

fcf^o. 5 — 1 0 5/ 7'^fflv>T;^ 7 K:^f 7^ <7)«®_b{2:3iffiU:rc:„ ;i 

rad^JtT^^lzl^M^-^fco K;«f9;^^l O Ommit^-T* 

10 >f S^i^'^^^Sleigi^. ^bTl^j3mL©»^^^ (2 — 4 X 1 O^^jife/mL) 

fCo ^V^t?, ;ico-7^^ ixv^^^S 7°C. 5% COgC^^ iS' — i^l^b, 

2-3 0^^-fi/=3{^^^- hbfco -r>'^3.^— >'^, :2|s:|§|g#^ji^ 
15 01^^ (I X-7 1, O 1 ymp u s P ROMARKE T I NG, INC., 
JPN) ^fflV>T. n^-^f\.fz.ik%^l^^<^m. (EFP. EGFP, ^iiV^Ti 

sRed2) <j:>^mc^-^\^xY'7^^:^y^i^v^-^m.^\^f^o m^^m'm: 

MY (PFA) @j£:^?Sfe (PBSff04% PFA. ^tSl^^fi, ^^iJlT 1 

dT W "^^^-i- (GeneTAC UC4X4. Genomic Solu 
tions Inc., MI) ^^ffi U/Co (ft«<0¥^S) ^Sll^b 

mm 
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:OS®^^^:^oTV^fc)„ r^}*, EGF P:JoJ:tJ«D s -REDO^oi y:J^it^X^ 
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^mtg:mm(Dmmz^^ti-^\i hmm^nmm (kmsc) otg^f*, mm 
m^. ^fi^o:>ms^(o^mmm^<>\r^x<Dm^^imi^. hMsc<D^mm^ 

(SPTA) ;0SBr|g{j:/^5- ^^SJ|qjp^t.fCo 

m^mn(OhMSC^(DmXi^-D\,^Xi-i. HEK2 9 3. HeLaitj:t'(D 



196 



wo 2005/021744 



PCT/JP2004/009404 



1 3B)o 

20 5mm(Om^^mmm (HEK2 9 3, HeLa. NIH3T3, HepG2 

25 >X^^:^XWiifi±\z':rv:^h\.tcm^1k^^:^y<^n (RFP) ^i^xJ^m^ 
^yt^>^<^m (GFP) ^Sr^ffiU ^^^<Dmmw^h9^^:^^^^i^3 
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:^:7a^^->3i^^m^^^\^f^ : 4^<om^h9>'y^ya,^^y^3>^m (E f 

fectene. TransFast TM. T f x TM- 20. Lopofe 
5 c t AMINE 2 0 0 0), 2o©:^y T^>' (SuperFect, Pol 
yFe c t), fS:lbm^2-D(Dm<D:^V>( ^> (J e t PE I (X4) ifiXTJE 
xG e n 5 0 0)o 

<^^\pii>m^^M:i'mMj\^v^i^::^ya:i^v^mtmmm m^u. hek 

293. HeLa. NIH3T3) (D^^, HtS^^O h a/W-C^^^^ttfc h 

J;tj?h e p G 2 ) {::^3v>T s P T A:*^?fe^iz:ft5g>fii Ufc^#^ffiv^-5 ;^ b\^i: 

^^m(D^t)o hMsc(Ds^m(o^ (mis), m^^m-i, 

-Y^:/ (PE I) hvi^:^-::^:^^i^B>^m<Dmm^^/ut€o 

^mm^iF- (N) (^>i5:^:/^x^ KDNAf^oy >'^B^ (P) (Dmt(Dm(Dm 
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^:fx=:^^^-^-c=2^y^^>^^X^i.:ffy:^0.^j.^^^ jetPEi imm^n 
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mmm4 .• i6:a^^) 

5 UfCo 

SCGM, PT-3 0 0 1, PT-3 2 3 8. PT-4105. Cambre 
X. B i oWh i t t a k e r, USA) lJ:*5V^T2 Bm^m^. ^itmmm 
10 ^(hMSC Differentiation^PT— 3002. FT— 4 
12 0. Cambrex. B i oWh it taker, USA) liC^M^^^^ 

^mvfcmmmmm^mi s mi sa-b (i 8-i~i 8-2))i;i^-t-, 
15 mm \.±m^m'^) 

mi 9*3j;OT2 4lJ:^-t-J:5{2:> 1 7mm<oU^m^ (ISRE. RAR 
E. STATS. GAS. NFAT. MIC. API. SRE, ORE, CR 
E. NF/cB. ERE. TRE. E2F. Rb. p 5 3) Sr. OFPiZ-i^m^^ 
M\^iM^V±^yp^^ K (C 1 o n t e c hit)>^l^m^fi^) ^ffiv^T. 

iz^^iTo *fc. m^m^i^^-i$'-(Dmmt. 1^2 3tj:^$tb§j:5t-=fTofco 

te^®-?<^l^Jlf— i?"— (^Ty-fe-r SrfTo:/h„ ^itl/fiC 1 o n t e c hicij;!? 
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(D^m^n<>x, ^^imm^'^it h%\z.:fu'7T-( ^\^^\m. ^> o-c^ 

a m b r e X ?±(75Ji^*3l ^ {C^ff o fCo 
i^m^ia 2 6 lC:^-ro ^tfe^^m 1 0 3 0 ^W-^fi, 0 2 6 {ii:fe<D J; 

2 7©;&(D^{;i^tie)fc„ ::<^J:5fc. ^^'fblci^lc^VNll^jasfcS, ISRE. 

RARE. STAT3. GRE. CRE. TRE. E2F, *3 j;t)?p 5 3 l;i*5 

■'25 l<D^:%t?t>8 2%JS^^UTV^sc:^;:05.^, lo■T?t>^ 2o-T?t>, fe5VN(iii> 
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r o J: p K<>fs:^^mxh%^\z^m(Di)tm^mM'r^ t ;as-e# s ^ 1 1*. =6^ 
10 ^mi^xiimmx^fi:^^<ifc^txh^. ^^mi-i. m^tc^^^mmi^t^it 

20 mik(DR}t^^^fco ^:y^:^9^i^i^m^(Dm^:is^Xfm^i^(Dmm:iM\^Xiy 

:^yy^>^mmv. ±m(Dmmmtmm\^i.x-:fnyT^^i^^m.mvtco ^ 

mmme • rna i) 
25 mmmi\^mm^ti^^^Km]^t:m:^\^. ^m^^m^tvxRNAi^ 
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R N A i : 

5 http: //www. nippongene.jp/pages/products/sirna/review/ 53 
"CA^BTlfej^eSB^J (^J;^ris Control siRNA duplex) bfCo 
(RNA i (D h^>';^7jc^ V3 i^) 

s iRNA;a5^r^ /i/^iJ^^i^U^^d^^^d^trSfeiSUfCo EGFPlc^ 
1-^ 5'-AAGCAGCAGGACU0CDDCAAG-3' s i R N A (iB^IJ#-^ 1 2)^-^0.^. 

15 (3^m) 

s i RNA{CJ;6^6^it^^ffi]fiJ(^^:i:^^i-|^m^l2l2 9 A}J:^i-o 
^Sfe^^:> siRNA-V(Dm^^yx2yT'</i^y'—'^t\^X^^ir^o (5m 

20 m/pixel i^I.T<D^#^:f TIFF 17;^— h (Dm^T^-'-$^)o X ^ s 
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mx-i^. EGFP KnT?> siRNA dS#M6<JjJ: EGFP (O^m^^mX^ ^H^if ^ ib^trm 

0. 7 5 n g(D^m-^i5^i5^- (pEGFP-Nl), HcRed (BD CI 
o n e t c h J;«?»A) ^•=e4^•€^^T W±<^ 1 ;^jK^/ h 

16. 5ng©s iRNA (D h a r m a c o n i !9 ^Ao ^6«J 
10 iH^J:5'-GGC TAG GTC GAG GAG CGC ACC - 
3' (@H^lJ#-^4 7) =a) ^fcf*X>^7^://Ps iRNA (Dharmaco 
n J; t) ^Ao #e«3@a^J : 5 ' - g C g CgC TTT gTA ggA T 
TO g-3' (@a2?!l##4 8) =b) ^Z.(n>:^if^^yV\Z.^Wi\.fz.. 
^:^^|gl2 9Btc:^-f-„ 02 9 6 (A) fc^^tvS J; 5 {d, EGFP-<:J'i$' 
15 -*5j;t;?^T:EGFP s iRNA^Ir*h9>'P^73.i{^5^3VLfcPCl 2^1^ 
(Om^. H c R e d (Z);?^;as^fe P EGF P-N 1 {31^5151- 5 ^&jt-^;5S^ 
$!l^t^.TV^/c:lt;5S^i^lJBJbfco flfe:^. 0 2 9 3 (B) ;^>^ 
'P^^zfjv^ i RNA(^^-a^{4, 1^2 9 B (A) l2:*3tt 

RNAi<Z)^^-efe5::ir;a5^ffe|g$tbfco 132 9 B (a) ^^xm 

20 2 9B (B) l=:*3ttS^3fe<^5SS^=te^6^}^^Lfc|g|^02 9 B (C) \Z.7^-t. 

ymm^nm^x.'OTi^^. egfpizij;^^;^}*, m^%-^\zmxh^x\^ 

RNA i t pDNAt(Ditm^UWi^'^tim'^(D, EGFPODRNA i t^^t^ 
'25 7^:://^ (Mock) RNAi i:^tt:®ibyti^^-T?fcSo 0; 5 IJ:^ E 

GFPORNA i Xi'im.m^^^i)^^^fiX\f^^<D\zLnvx:p^i!^ 7 :yz^/uxi±^ 
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^^Xm (EGFPmM(Di^^-^ju) RNA i (D^M:Kitm\^X^^flfCo 
m2 9D\z\^^ RNAi ^'^K-^5^-^^V^fc5=-5^7'(^m^|^^^^o -C>::f 

ia2 9E{2:f*, <D ^ — (pAPl-EGFP, pAPl (PMA) -EGFP, 

10 pCRE-EGFP, PE2F-EGFP, pERE-EGFP, pGAS-EGFP, pGRE-EGFP, 
pHSE-EGFP, pISRE-EGFP, pMyc-EGFP, pNFAT-EGFP, pNFkB-EGFP, 
pRARE-EGFP, pRb-EGFP, pSTST3-EGFP, pSRE-EGFP, pTRE-EGFP, 
PP53-EGFP, pCREB-sensor, pIkB-sensor, pp53-sensor, 
pCasapaseS-sensor; > MB^lJJi^ ^ n >''r y^ 

t UTti^ BD BiosciencesCDpTet off:}3j;tl?pTet 

25 (http://www.clontech.com/techinfo/vectors/cattet.shtml ^# 
) o ^ ^ ^ — , pTRE-d2EGFP ^ fij ffi U 
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( http: //www. clontech. com/techinfo/vectors/vectorsT-Z/pTRE- 
daEGFP.shtml l^:|B^$tuTV^6), 

^^Tfi^ pCaspaseS — Sensor Vector (BD 
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Biosciences Clontech, 1020 East Meadow Circle, Palo Alto, CA 
94303 ; ;<;i5'0:{^#-^8 1 8 5-1) ^^V^T. T:^< 

if 3 ^'e^^ — bfco 

mmmz.:h^ JNK. ERK. p 3 8f^if(??T7Kh— ^^ViJ^-^^v^Sr 

10 ±^(Dmmm t mmi^n^ fc„ 

BD Bioscience Clontec h-^^hX^VIiL 
pAPl-EGFP^ pCRE-EGFP^ pSRE-EGFP ^ffiV^Ts M^;^e^^-:^/^-efe5 J 
NK. ERK. p 3 8 tr^niJ?— bfco 

immmi 1 : ^^mtEm 

^^Tfi. ^yt^:yy<^WtVXs GFP, RFP, CFP, BFP Sr^ffl u 
20 at-S^tbT. KiAAiJ^a — cDNA ^-^:/^y-Jfe^%^£fflU. wtt^^ffl 

KIAA cDNAt^n — (K I AA=/Ji:»-f ^DNAW^Ff^ d^-f$s =P^d^bA 
>f >- h n i^ai cDNA rtT|g7-f :/7 y — 

KIAA ^ Vi^:^<D[f%(D KIAA1474 ^ffiV^T^ ^^^^^^4/1^^ 
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J; tJ«^^fe>(b ^ ^ = — L fco 

5 (^Jgf d 1 2 : ^JSaj^^i^-fb) 

^^^^\ZLMir^ RNAi (CBFA-1, APl)„ 

20 (^jfeM 1 3 : ^^^m^Ki^m) 

y—y^-(^V>yh*^>:^TM., FRET. BRETf£if(0^m^m\^^X 
25 M (ia^J#-^ 3 9 ~ 4 4 (e:;^-t-BB^J€r 1>o t> O) 
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5 y-y^^ V y h^i^:^T (CI o n t e c h ^ ; 
http : / /www . clont ech . co . j p/pr oduct /cat alog /007003006. shtml ) » 

xm^i^fc. 

10 y-y-^^C^V y h*i^:^TJ>.. FRET. BRBTfj:i£},:iXoXh. #JBilS<7):/n 

^<^Mmm^:is\,^xmm\^fc-h(Dit&LT(Dtis^xh^o 

1) 7'n;!;>}^^i^F (H#>fb^, JcfP. B^jc) ; 

2) 7'a;!;j}r^^^L (H#>fk;^) ; 

3) y'n:^^^>'P 1 u s (H#'fb^) ; 
"25 4) y^yn:^^'^':^ (ia^J#-^2) 

5) -^^^^o 



210 



WP 2005/021744 



PCT/JP2004/009404 



5 K a: UT. pEGFP-Nl ^3 J:tJ« pDsRed2-Nl t> {Jl BD Biosciences, Clontech^CA, 
USA)^fflV>;/to EGF(OBa3?ri«, SB?!I#-§-4 5 - 4 6 {!:^$tL'5o 

KT'{i. it'e^^m{4i^'f hp<;«fti >>^/w;^ (CMV) (D^J^INlTl^ifcSo 
5 y^:^^ KbNA^, E.coli(XLl blue, Stratgene, TX, USA) •t'Tigilii UiiiH U 
KDNA^^'^^*:/'?-h-^--0— ^i:UTffiV^:feo DNA Ji.DNase t 
RNase t>-^*^^V^|g^7K4'^^l^^bfCo 

^ffl Lfc h 7 V;;^ 7 iJ^ 3 >^m\±^T (Dm «3 -efe : Effectene 
Transfection Reagent (cat. no. 301425, Qiagen, CA), TransFastTM Transf ection 
10 Reagent (E2431, Promega, WI), TfxTM-20 Reagent (E2391, Promega, WI), 
SuperFect Transfection Reagent (301305, Qiagen, CA) , PolyFect Transfection 
Reagent (301105, Qiagen, CA), LipofectAMINE 2000 Reagent (11668-019, 
Invitrogen corporation, CA), JetPEI(X4) cone. (101—30, 

Polyplus-transf ection, France)*3 J;t/ExGen 500(R0511, Fermentas Inc., MD)o 

XLS *^*) S V^ttD N A t m-a-^^^^tet-^^ b"Cd=» b^^ffl LfCo 

20 {Zfn Y:=t;V) 

lO^g/juL (D:;^ hy^ t bTi5fe#bfCo ±X<0^!M^ PBS.ddH^O *fc?* DMEM ^ 

iffi^fflvNTfro^o ^mmmt vxs mx.i-t. o.2Mg/iuL. 0.27^1/^1*1. 

0. 4j«g/juL,0. 53Mg//iL,0.6/ig//iL.0.8/ig/ML, l.Ofig/fiL^ LOTjug/^L, 
•25 1.33fxg/nLfj:}£^mm\^ito 
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7*7;^^ KDNA : ^])±r:i—/u:^}^y^-d^^ 1 o 0 mLOL- a mp 
— BfeiiJit^"^, Qiaprep Mlniprep ^fcji Qiagen Plasmid Purification Maxi 

^^^flS (hMSCs^PT-2501^Cambrex Bioscience Walkersville, Inc., MD), 
K 14 ^ 1^ ( HEK293 , RCB1637 . RIKEN Cell Bank, JPN) . NIH3T3-3 M IS 
(RCB0150. RIKEN Cell Bank, JPN) , H e. L a mm (RCB0007, RIKEN Cell Bank, JPN) 
^3 J: tJ«H e p G 2 (RCB1648. RIKEN Cell Bank, JPN) . i ^^ L-glut ^XXJ^ 
1 0 pen/strep tp DMEM/10%IFS ^ "Ci^^ b fc, 

ht^h^ ±.W^^m^. TU4^mm (a r r a y e r) ^^V>T0*B^^t^*: 
B*) ^^^d^6>A^Rrtlt?fc5„ 

5:$^^-i'>':ar^-^— h bfco 5 0 L(D h7>':^:7 3i^i^3 (E f f e 
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SEQUENCE LISTING 

<110> National Institute of Advanced Industrial Science and Technology. 
Masato MIYAKE, Tomoaki YOSHIKAWA, Jun MIYAKE 

<120> Digital cell 

<130> AI007PCT 

<150> JP 2003-181915 
<151> 2003-6-25 

<150> JP 2003-289469 
<151> 2003-8-7 

<160> 48 

<170> Patent In version 3.1 

<210> 1 

<211> 1929 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(1929) 

<223> fibronectin 1 

<400> 1 

atg ctt agg ggt ocg ggg oco ggg ctg ctg ctg otg goo gtc cag tgc 48 
Met Leu Arg 6ly Pro Qly Pro Gly Leu Leu Leu Leu Ala Val Gin Cys 
15 10 15 

ctg ggg aca gcg gtg ccc tec acg gga goo teg aag ago aag agg cag 96 
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Leu 6ly Thr Ala Val Pro Ser Thr Gly Ala Ser Lys Ser Lys Arg 6ln 
20 25 30 

get cag caa atg gtt cag ccc cag tec ccg gtg got gtc agt caa ago 144 
Ala Gin Gin Met Val Gin Pro Gin Ser Pro Val Ala Val Ser Gin Ser 
35 40 45 

aag ccc ggt tgt tat gac aat gga aaa cac tat cag ata aat caa cag 192 
Lys Pro Gly Cys Tyr Asp Asn Gly Lys His Tyr Gin Me Asn Gin Gin 
50 55 60 

tgg gag egg ace tac eta ggc aat gcg ttg gtt tgt act tgt tat gga 240 
Trp Glu Arg Thr Tyr Leu Gly Asn. Ala Leu Val Cys Thr Cys Tyr Gly 
65 70 75 80 

gga age ega ggt ttt aac tge gag agt aaa cet gaa get gaa gag act 288 
Gly Ser Arg Gly Phe Asn Cys Glu Ser Lys Pro Glu Ala Glu Glu Thr 
85 90 95 

tgc ttt gac aag tac act ggg aac act tac cga gtg ggt gac act tat 336 
Cys Phe Asp Lys Tyr Thr Gly Asn Thr Tyr Arg Val Gly Asp Thr Tyr 
100 105 110 

gag cgt cot aaa gac tec atg ate tgg gac tgt acc tgc ate ggg got 384 
Glu Arg Pro Lys Asp Ser Met lie Trp Asp Cys Thr Cys lie Gly Ala 
115 120 125 

ggg ega ggg aga. ata age tgt ace ate gea aac cgc tgc eat gaa ggg 432 
Gly Arg Gly Arg lie Ser Cys Thr lie Ala Asn Arg Cys His Glu Gly 
130 135 140 

ggt cag tec tac aag att ggt gac aec tgg agg aga cea cat gag act 480 
Gly Gin Ser Tyr Lys I le Gly Asp Thr Trp Arg Arg Pro His Glu Thr 
145 150 155 160 

ggt ggt tac atg tta gag tgt gtg tgt ctt ggt aat gga aaa gga gaa 528 
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Gly 6ly Tyr Met Leu Giu Cys Val Cys Leu Gly Asn Gly Lys Gly Glu 
165 170 175 

tgg aco tgc aag ccc ata get gag aag tgt ttt gat oat got get ggg 576 
Trp Thr Cys Lys Pro Me Ala Giu Lys Cys Phe Asp His Ala Ala Gly 
180 185 190 

act tec tat gtg gte gga gaa acg tgg gag aag ecc tac caa gge tgg 624 
Thr Ser Tyr Val Val Gly Glu Ihr Trp Glu Lys Pro Tyr Gin Gly Trp 
195 200 205 

atg atg gta gat tgt act tgc ctg gga gaa gge age gga cgc ate act 672 
Met Met Val Asp Cys Thr Cys Leu Gly Glu Gly Ser Gly Arg lie Thr 
210 215 220 

tgc act tot aga aat aga tgc aac gat cag gac aca agg aca tec tat 720 
Cys Thr Ser Arg Asn Arg Cys Asn Asp Gin Asp Thr Arg Thr Ser Tyr 
225 230 235 240 

aga att gga gae ace tgg age aag aag gat aat ega gga aac etg etc 768 
Arg I le Gly Asp Thr Trp Ser Lys Lys Asp Asn Arg Gly Asn Leu Leu 
245 250 255 

cag tgc ate tge aca gge aac gge ega gga gag tgg aag tgt gag agg 816 
Gin Cys lie Cys Thr Gly Asn Gly Arg Gly Glu Trp Lys Cys Glu Arg 
260 265 270 

cac ace tct gtg cag acc aca teg age gga tet gge ccc ttc ace gat 864 
His Thr Ser Val Gin Thr Thr Ser Ser Gly Ser Gly Pro Phe Thr Asp 
275 280 285 

gtt cgt gea get gtt tac caa ceg cag cet cac ccc cag cet cet ccc 912 
Val Arg Ala Ala Val Tyr Gin Pro Gin Pro His Pro Gin Pro Pro Pro 
290 295 300 

tat gge eae tgt gte aca gae agt ggt gtg gte tac tet gtg ggg atg 960 
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Tyr Gly His Cys Val Thr Asp Ser Gly Val Val Tyr Ser Val Gly Met 
305 310 315 

cag tgg ctg aag aca caa gga aat aag caa atg ctt tgc acg tgc ctg 1008 
Gin Trp Leu Lys Thr Gin Gly Asn Lys Gin Met Leu Cys Thr Cys Leu 
325 330 335 

ggo aac gga gtc ago tgc caa gag aca got gta acc cag act tac ggt 1056 
Gly Asn Gly Val Ser Cys Gin Glu Thr Ala Val Thr Gin Thr Tyr Gly 
340 345 350 

ggc aac tea aat gga gag cca tgt gtc tta cca ttc acc tac aat ggc 1104 
Gly Asn Ser Asn Gly Glu Pro Cys Val Leu Pro Phe Thr Tyr Asn Gly 
355 360 365 

agg acg gac age aca act teg aat tat gag cag gac cag aaa tac tct 1152 
Arg Thr Asp Ser Thr Thr Ser Asn Tyr Glu Gin Asp Gin Lys Tyr Ser 
370 375 380 

ttc tgc aca gac cac act gtt ttg gtt cag act cga gga gga aat tec 1200 
Phe Cys Thr Asp His Thr Val Leu Val Gin Thr Arg Gly Gly Asn Ser 
385 390 395 400 

aat ggt gee ttg tgc cac ttc ccc ttc eta tac aac aac cac aat tac 1248 
Asn Gly Ala Leu Cys His Phe Pro Phe Leu Tyr Asn Asn His Asn Tyr 
405 410 415 

act gat tgc act tct gag ggc aga aga gac aac atg aag tgg tgt ggg 1296 
Thr Asp Cys Thr Ser Glu Gly Arg Arg Asp Asn Met Lys Trp Cys Gly 
420 425 430 

acc aca' cag aac tat gat gcc gac cag aag ttt ggg ttc tgc ccc atg 1344 
Thr Thr Gin Asn Tyr Asp Ala Asp Gin Lys Phe Gly Phe Cys Pro Met 
435 440 445 

get gcc cac gag gaa ate tgc aca ace aat gaa ggg gtc atg tac ego 1392 
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Ala Ala His Glu Qlu Me Cys Thr Thr Asn Glu Gly Val Met Tyr Arg 
450 455 460 

att gga gat cag tgg gat aag cag oat gac atg ggt cac atg atg agg 1440 
Me eiy Asp Gin Trp Asp Lys Gin His Asp Met Gly His Met Met Arg 
465 470 475 480 

tgc acg tgt gtt ggg aat ggt ogt ggg gaa tgg aca tgc att gcc tac 1488 
Cys Thr Cys Val Gly Asn Gly Arg Gly Glu Trp Thr Cys I le Ala Tyr 
485 490 495 

teg cag ctt cga gat cag tgc att gtt gat gac ate act tac aat gtg 1536 
Ser Gin Leu Arg Asp Gin Cys Me Val Asp Asp Me Thr Tyr Asn Val 
500 505 510 

aac gac aca ttc cac aag cgt cat gaa gag ggg cac atg ctg aac tgt 1584 
Asn Asp Thr Phe His Lys Arg His Glu Glu Gly His Met Leu Asn Cys 
515 520 525 

aca tgc ttc ggt cag ggt egg ggc agg tgg aag tgt gat ccc gtc gac 1632 
Thr Cys Phe Gly Gin Gly Arg Gly Arg Trp Lys Cys Asp Pro Val Asp 
530 535 540 

caa tgc cag gat tea gag act ggg aog ttt tat oaa att gga gat tea 1680 
Gin Cys Gin Asp Ser Glu Thr Gly Thr Phe Tyr Gin Me Gly Asp Ser 
545 550 555 560 

tgg gag aag tat gtg eat ggt gtc aga tac cag tgc tac tgc tat ggc 1728 
Trp Glu Lys Tyr Val His Gly Val Arg Tyr Gin Cys Tyr Cys Tyr Gly 
565 570 575 

cgt ggc att ggg gag tgg cat tgc caa ect tta cag ace tat cea age 1776 
Arg Gly Me Gly Glu Trp His Cys Gin Pro Leu Gin Thr Tyr Pro Ser 
580 585 590 

tea agt ggt cot gtc gaa gta ttt ate act gag act cog agt cag coo 1824 
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Ser Ser Qly Pro Val Glu Val Phe lie Thr Glu Thr Pro Ser Gin Pro 
595 600 605 

aao too cao ccc ate oag tgg aat goa oca cag oca tot cac att tec 1872 
Asn Ser Hfs Pro lie Gin Trp Asn Ala Pro Gin Pro Ser His lie Ser 
610 615 620 

aag tac att etc agg tgg aga cct gtg agt ate oca ccc aga aac ctt 1920 
Lys Tyr lie Leu Arg Trp Arg Pro Val Ser lie Pro Pro Arg Asn Leu 
^25 630 635 640 

gga tac tga 

1929 

Gly Tyr 



<210> 2 

<211> 642 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Leu Arg Gly Pro Gly Pro Gly Leu Leu Leu Leu Ala Val Gin Cys 
15 10 15 



Leu Qly Thr Ala Val Pro Ser Thr Gly Ala Ser Lys Ser Lys Arg Gin 
20 25 30 



Ala Gin Gin Met Val Gin Pro Gin Ser Pro Val Ala Val Ser Gin Ser 
35 40 45 



6/214 



wo 2005/021744 



PCT/JP2004/009404 



Lys Pro Gly Cys Tyr Asp Asn Gly Lys His Tyr Gin I l.e Asn Gin Gin 
50 55 60 



Trp Glu Arg Thr Tyr Leu Gly Asn Ala Leu Val Cys Thr Cys Tyr Gly 
65 70 75 80 



Gly Ser Arg Gly Phe Asn Cys Glu Ser Lys Pro Glu Ala Glu Glu Thr 
85 90 95 



Cys Phe Asp Lys Tyr Thr Gly Asn Thr Tyr Arg Val Gly Asp Thr Tyr 
100 105 110 



Glu Arg Pro Lys Asp Ser Met Me Trp Asp Cys Thr Cys lie Gly Ala 
115 120 125 



Gly Arg Gly Arg Me Ser Cys Thr Me Ala Asn Arg Cys His Glu Gly 
130 135 140 



Gly Gin Ser Tyr Lys Me Gly Asp Thr Trp Arg Arg Pro His Glu Thr 
145 150 155 160 



Gly Gly Tyr Met Leu Glu Cys Val Cys Leu Gly Asn Gly Lys Gly Glu 
165 170 175 



Trp Thr Cys Lys Pro Me Ala Glu Lys Cys Phe Asp His Ala Ala Gly 
180 185 190 
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Thr Ser Tyr Val Val Gly Glu Thr Trp Glu Lys Pro Tyr Gin Gly Trp 
195 200 205 



Met Met Val Asp Cys Thr Cys Leu Gly Glu Gly Ser Gly Arg He Thr 
210 215 220 



Cys Thr Ser Arg Asn Arg Cys Asn Asp Gin Asp Thr Arg Thr Ser Tyr 
225 230 235 240 



Arg lie Gly Asp Thr Trp Ser Lys Lys Asp Asn Arg Gly Asn Leu Leu 
245 250 255 



Gin Cys lie Cys Thr Gly Asn Gly Arg Gly Glu Trp Lys Cys Glu Arg 
260 265 270 



His Thr Ser Val Gin Thr Thr Ser Ser Gly Ser Gly Pro Phe Thr Asp 
275 280 285 



Val Arg Ala Ala Val Tyr Gin Pro Gin Pro His Pro Gin Pro Pro Pro 
290 295 300 



Tyr Gly His Cys Val Thr Asp Ser Gly Val Val Tyr Ser Val Gly Met 
305 310 315 320 



Gin Trp Leu Lys Thr Gin Gly Asn Lys Gin Met Leu Cys Thr Cys Leu 
325 330 335 
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Gly Asn Gly Val Ser Cys Gin Glu Thr Ala Val Thr Gin Thr Tyr Gly 
340 345 350 



Gly Asn Ser Asn Gly Glu Pro Cys Val Leu Pro Phe Thr Tyr Asn Gly 
355 360 365 



Arg Thr Asp Ser Thr Thr Ser Asn Tyr Glu Gin Asp Gin Lys Tyr Ser 
370 375 380 



Phe Cys Thr Asp His Thr Val Leu Val Gin Thr Arg Gly Gly Asn Ser 
385 390 395 400 



Asn Gly Ala Leu Cys His Phe Pro Phe Leu Tyr Asn Asn His Asn Tyr 
405 410 415 



Thr Asp Cys Thr Ser Glu Gly Arg Arg Asp Asn Met Lys Trp Cys Gly 
420 425 430 



Thr Thr Gin Asn Tyr Asp Ala Asp Gin Lys Phe Gly Phe Cys Pro Met 
435 440 445 



Ala Ala His Glu Glu lie Cys Thr Thr Asn Glu Gly Val Met Tyr Arg 
450 455 460 



lie Gly Asp Gin Trp Asp Lys Gin His Asp Met Gly His Met Met Arg 
465 470 475 480 
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Cys Thr Cys Val Gly Asn Gly Arg Gly Glu Trp Thr Cys Me Ala Tyr 
485 490 495 



Ser Gin Leu Arg Asp Gin Cys I le Val Asp Asp I le Thr Tyr Asn Val 
. 500 505 510 



Asn Asp Thr Phe His Lys Arg His Glu Glu Gly His Met Leu Asn Cys 
515 520 525 



Thr Cys Phe Gly Gin Gly Arg Gly Arg Trp Lys Cys Asp Pro Val Asp 
530 535 540 



Gin Cys Gin Asp Ser Glu Thr Gly Thr Phe Tyr Gin lie Gly Asp Ser 
545 550 555 560 



Trp Glu Lys Tyr Val His Gly Val Arg Tyr Gin Cys Tyr Cys Tyr Gly 
565 570 575 



Arg Gly lie Gly Glu Trp His Cys Gin Pro Leu Gin Thr Tyr Pro Ser 
580 585 590 



Ser Ser Gly Pro Val Glu Val Phe Me Thr Glu Thr Pro Ser Gin Pro 
595 600 605 



Asn Ser His Pro Me Gin Trp Asn Ala Pro Gin Pro Ser His Me Ser 
610 615 620 
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Lys Tyr lie Leu Arg Trp Arg Pro Val Ser Me Pro Pro Arg Asn Leu 
625 630 635 640 



Gly Tyr 



<210> 3 

<211> 1437 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1)..(1437) 

<223> vitronectin 



<400> 3 

atg gca ccc ctg agg coo ttt ttc ata ota gcc ctg gtg gca tgg gtt 48 
Met Ala Pro Leu Arg Pro Phe Phe lie Leu Ala Leu Val Ala Trp Val 
1 5 10 15 

tct ctg get gac caa gag tea tgc aag ggc cgc tgc act cag ggt ttc 96 
Ser Leu Ala Asp 6ln Glu Ser Gys Lys Gly Arg Cys Thr Gin Gly Phe 
20 . 25 30 



atg gcc age aag aag tgt cag tgt gac gag ctt tgc act tac tat cag 
Met Ala Ser Lys Lys Cys Gin Cys Asp Glu Leu Cys Thr Tyr Tyr Gin 
35 40 45 



144 



ago tgc tgt gcc gac tac atg gag cag tgc aag ccc caa gta acg egg 
Ser Cys Cys Ala Asp Tyr Met Glu Gin Cys Lys Pro Gin Val Thr Arg 
50 55 60 



192 
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ggg gac gtg ttc act atg oca gag gat gat tat tgg age tat gac tac 240 
Gly Asp Val Phe Thr Met Pro Glu Asp Asp Tyr Trp Ser Tyr Asp Tyr 
65 70 75 80 

gtg gag gag ceo aag aac aat aoc aac acc ggt gtg caa cec gag aae 288 
Val Glu Glu Pro Lys Asn Asn Thr Asn Thr Gly Val Gin Pro Qlu Asn 
85 90 95 

ace tct cea cec ggt gac eta aat cct egg aeg gac ggc act eta aag 336 
Thr Ser Pro Pro Gly Asp Leu Asn Pro Arg Thr Asp Gly Thr Leu Lys 
100 105 110 

cog aca gee ttc eta gat cct gag gaa cag cea age acc cea gcg cct 384 
Pro Thr Ala Phe Leu Asp Pro Glu Giu Gin Pro Ser Thr Pro Ala Pro 
115 120 125 

aaa gtg gag caa cag gag gag ate eta agg cec gac acc act gat caa 432 
Lys Val Glu Gin Gin Glu Glu lie Leu Arg Pro Asp Thr Thr Asp Gin 
130 135 140 

ggg acc cct gag ttt cea gag gaa gaa ctg tgc agt gga aag oce ttt 480 
Gly Thr Pro Glu Phe Pro Glu Glu Glu Leu Oys Ser Gly Lys Pro Phe 
145 150 155 160 

gac gee ttc aeg gat etc aag aat ggg tec etc ttt gcc ttc cga ggg 528 
Asp Ala Phe Thr Asp Leu Lys Asn Gly Ser Leu Phe Ala Phe Arg Gly 
.165 170 175 

cag tac egc tgt gag eta gat gag aeg gea gtg agg cct ggg tac cec 576 
Gin Tyr Arg Cys Glu Leu Asp Glu Thr Ala Val Arg Pro Gly Tyr Pro 
180 185 190 

aaa ett ate caa gat gto tgg ggc att gag ggc cec ate gat get gee 624 
Lys Leu lie Gin Asp Val Trp Gly lie Glu Gly Pro lie Asp Ala Ala 
195 200 205 
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ttc act ogc ato aac tgt cag ggg aag acc tac ttg ttc aag ggt agt 672 
Phe Thr Arg Me Asn Cys Gin 61 y Lys Thr Tyr Leu Phe Lys Gly Ser 
210 215 220 

cag tac tgg cgc ttt gag gat ggg gtc otg gac cct ggt tat ccc cga 720 
Gin Tyr Trp Arg Phe Glu Asp Gly Val Leu Asp Pro Gly Tyr Pro Arg 
225 230 235 240 

aac ate tec gaa ggc ttc agt ggc ata oca gac aat gtt gat gca gcg 768 
Asn lie Ser Glu Gly Phe Ser Gly lie Pro Asp Asn Val Asp Ala Ala 
245 250 255 

ttc gcc Gtt cct gcc cac cgt tac agt ggc egg gaa agg gtc tac ttc 816 
Phe Ala Leu Pro Ala His Arg Tyr Ser Gly Arg Glu Arg Val Tyr Phe 
260 265 270 

ttc aag ggg aag cag tac tgg gag cac gaa ttt cag cag caa ccc ago 864 
Phe Lys Gly Lys Gin Tyr Trp Glu His Glu Phe Gin Gin Gin Pro Ser 
275 280 285 

cag gag gag tgc gaa ggc age tot otg tea gcc gtg ttt gag cac ttt 912 
Gin Glu Glu Cys Glu Gly Ser Ser Leu Ser Ala Val Phe Glu His Phe 
290 295 300 

gee ttg ett cag egg gac age tgg gag aac att ttc gaa etc etc ttc 960 
Ala Leu Leu Gin Arg Asp Ser Trp Glu Asn Me Phe Glu Leu Leu Phe 
305 .310 315 320 

tgg ggc aga tec tct gat gga gcc aga gaa ccc caa ttc ate age egg 1008 
Trp Gly Arg Ser Ser Asp Gly Ala Arg Glu Pro Gin Phe Me Ser Arg 
325 330 335 

aac tgg cat ggt gtg oca ggg aaa gtg gac get get atg gcc ggc cgc 1056 
Asn Trp His Gly Val Pro Gly Lys Val Asp Aia Ala Met Ala Gly Arg 
340 345 350 
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ate tac gtc act ggc tec tta tec cac tet gee caa gcc aaa aaa cag 1104 
lie Tyr Val Thr Gly Ser Leu Ser His Ser Ala 61 n Ala Lys Lys Gin 
355 360 365 

ccg tet aag egt aga age ega aag ege tat egt tea cge ega ggg egt 1152 
Pro Ser Lys Arg Arg Ser Arg Lys Arg Tyr Arg Ser Arg Arg Gly Arg 
370 375 380 

ggc cac aga cgc age cag age teg aac tec egt egt tea tea egt tea 1200 
Gly His Arg Arg Ser Gin Ser Ser Asn Ser Arg Arg Ser Ser Arg Ser 
385 390 395 400 

ate tgg ttc tet ttg ttc tec ago gag gag agt ggg eta gga ace tac 1248 
I le Trp Phe Ser Leu Phe Ser Ser Glu Glu Ser Gly Leu Gly Thr Tyr 
405 410 415 

aac aac tat gat tat gat atg gao tgg ctt gta ect gcc ace tge gag 1296 
Asn Asn Tyr Asp Tyr Asp Met Asp Trp Leu Val Pro Ala Thr Oys Glu 
420 425 430 

ece att cag age gtc tat ttc ttc tet gga gae aaa tac tac ega gtc 1344 
Pro Me Gin Ser Val Tyr Phe Phe Ser Gly Asp Lys Tyr Tyr Arg Val 
435 440 445 

aac ctt aga ace egg ega gtg gae tet gtg aat ect ccc tac cea ego 1392 
Asn Leu Arg Thr Arg Arg Val Asp Ser Val Asn Pro Pro Tyr Pro Arg 
450 455 460 

tee att get cag tat tgg ctg ggc tge ccg ace tet gag aag tag 1437 
Ser Me Ala Gin Tyr Trp Leu Gly Cys Pro Thr Ser Glu Lys 
465 470 475 



<210> 4 
<211> 478 
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<212> PRT 

<213> Mus musculus 

<400> 4 

Met Ala Pro Leu Arg Pro Phe Phe I le Leu Ala Leu Val Ala Trp Val 
1.5 10 15 



Ser Leu Ala Asp Gin Glu Ser Cys Lys Gly Arg Cys Thr Gin Gly Phe 
20 25 30 



Met Ala Ser Lys Lys Cys Gin Cys Asp Glu Leu Cys Thr Tyr Tyr Gin 
35 40 45 



Ser Cys Cys Ala Asp Tyr Met Glu Gin Cys Lys Pro Gin Val Thr Arg 
50 55 60 



Gly Asp Val Phe Thr Met Pro Glu Asp Asp Tyr Trp Ser Tyr Asp Tyr 
65 70 75 80 



Val Glu Glu Pro Lys Asn Asn Thr Asn Thr Gly Val Gin Pro Glu Asn 
■85 90 95 



Thr Ser Pro Pro Gly Asp Leu Asn Pro Arg Thr Asp Gly Thr Leu Lys 
100 105 110 



Pro Thr Ala Phe Leu Asp Pro Glu Glu Gin Pro Ser Thr Pro Ala Pro 
115 120 125 
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Lys Val Glu Gin Gin Glu Glu He Leu Arg Pro Asp Thr Thr Asp Gin 
130 135 140 



Gly Thr Pro Glu Phe Pro Glu Glu Glu Leu Cys Ser Gly Lys Pro Phe 
145 150 155 160 



Asp Ala Phe Thr Asp Leu Lys Asn Gly Ser Leu Phe Ala Phe Arg Gly 
165 170 175 



Gin Tyr Arg Cys Glu Leu Asp Glu Thr Ala Val Arg Pro Gly Tyr Pro 
180 185 190 



Lys Leu lie Gin Asp Val Trp Gly lie Glu Gly Pro lie Asp Ala Ala 
195 200 205 



Phe Thr Arg lie Asn Cys Gin Gly Lys Thr Tyr Leu Phe Lys Gly Ser 
210 215 220 



Gin Tyr Trp Arg Phe Glu Asp Gly Val Leu Asp Pro Gly Tyr Pro Arg 
225 230 235 240 



Asn lie Ser Glu Gly Phe Ser Gly lie Pro Asp Asn Val Asp Ala Ala 
245 250 255 



Phe Ala Leu Pro Ala His Arg Tyr Ser Gly Arg Glu Arg Val Tyr Phe 
260 265 270 
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Phe Lys Gly Lys 6ln Tyr Trp Glu His Glu Phe Gin Gin Gin Pro Ser 
275 280 285 



Gin Glu Glu Cys Glu Gly Ser Ser Leu Ser Ala Val Phe Glu His Phe 
290 295 300 



Ala Leu Leu Gin Arg Asp Ser Trp Glu Asn lie Phe Glu Leu Leu Phe 
305 310 315 320 



Trp Gly Arg Ser Ser Asp Gly Ala Arg Glu Pro Gin Phe Me Ser Arg 
325 330 335 



Asn Trp His Gly Val Pro Gly Lys Val Asp Ala Ala Met Ala Gly Arg 
340 345 350 



Me Tyr Val Thr Gly Ser Leu Ser His Ser Ala Gin Ala Lys Lys Gin 
355 360 365 



Pro Ser Lys Arg Arg Ser Arg Lys Arg Tyr Arg Ser Arg Arg Gly Arg 
370 375 380 



Gly His Arg Arg Ser Gin Ser Ser Asn Ser Arg Arg Ser Ser Arg Ser 
385 390 395 400 



Me Trp Phe Ser Leu Phe Ser Ser Glu Glu Ser Gly Leu Gly Thr Tyr 
405 410 415 
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Asn Asn Tyr Asp Tyr Asp Met Asp Trp Leu Val Pro Ala Thr Cys Glu 
420 425 430 

Pro lie Gin Ser Val Tyr Phe Phe Ser Gly Asp Lys Tyr Tyr Arg Val 
435 440 445 

Asn Leu Arg Thr Arg Arg Val Asp Ser Val Asn Pro Pro Tyr Pro Arg 
450 455 460 

Ser lie Ala Gin Tyr Trp Leu Gly Cys Pro Thr Ser Glu Lys 
465 470 475 

<210> 5 

<211> 9511 

<212> DMA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (121).. (9372) 

<223> laminln-2 alpha chain 

<400> 5' 

ggcacgagct gcaactoogt gggotccggg aggagtggat ctgotccggc caggatgcct 60 

gcggccaccg cogggatcot cttgotcctg ctcttgggga cgctcgaagg ctcccagact 120 

cag egg cga oag too caa gcg cat caa cag aga ggt tta ttt cot get 168 
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Gin Arg Arg Gin Ser Gin Ala His Gin Gin Arg Gly Leu Phe Pro Ala 
15 10 15 

gtc ctg aat ctt get teg aat gca etc ate aca ace aat get aea tgt 216 
Val Leu Asn Leu Ala Ser Asn Ala Leu lie Thr Thr Asn Ala Thr Cys 
20 25 30 

ggg gaa aaa gga eee gag atg tae tge aag ttg gtg gaa cat gtc cec 264 
Gly Glu Lys Gly Pro Glu Met Tyr Cys Lys Leu Val Glu His Val Pro 
35 40 45 

ggg cag oct gtg agg aac cot cag tgc cga ate tge aat cag aac age 312 
Gly Gin Pro Val Arg Asn Pro Gin Cys Arg lie Cys Asn Gin Asn Ser 
50 55 60 

age aat eca tac cag agg cac ccg att acg aat get att gat ggc aag 360 
Ser Asn Pro Tyr Gin Arg His Pro He Thr Asn Ala lie Asp Gly Lys 
65 70 75 80 

aac aca tgg tgg cag agt cec agt ate aag aat gga gtg gaa tae cat 408 
Asn Thr Trp Trp Gin Ser Pro Ser Me Lys Asn Gly Val Glu Tyr His 
85 90 95 

tat gtg aca att act ctg gat tta cag cag gtg ttc cag att gee tac 456 
Tyr Val Thr Me Thr Leu Asp Leu Gin Gin Val Phe Gin Me Ala Tyr 
100 105 110 

gta att gtg aag. gca gcc aat tec cct egg cet gga aac tgg att ttg 504 
Val Me Val Lys Ala Ala Asn Ser Pro Arg Pro Gly Asn Trp Me Leu 
115 120 125 

gaa egt tec ctg gat gac gtg gag tae aaa cec tgg cag tat cat gcg 552 
Glu Arg Ser Leu Asp Asp Val Glu Tyr Lys Pro Trp Gin Tyr His Ala 
130 135 140 

gtg aca gac acg gag tge ctg ace etc tae aat ate tat cec cgc act 600 
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Val Thr Asp Thr Glu Cys Leu Thr Leu Tyr Asn lie Tyr Pro Arg Thr 
1^ 150 155 160 

gga cca oca too tac goo aaa gat gat gag gtc ato tgc act tea ttt 648 
Gly Pro Pro Ser Tyr Ala Lys Asp Asp Glu Val Me Cys Thr Ser Phe 
165 170 175 



tat teg aag ate cac cot tta gaa aat gga gag att cac att tot ttg 
Tyr Ser Lys lie His Pro Leu Glu Asn Gly Glu Me His Me Ser Leu 
180 185 190 



696 



ate aat ggg aga oca agt got gat gac ccc tec cet gaa etc ctg gaa 744 
Me Asn Gly Arg Pro Ser Ala Asp Asp Pro Ser Pro Glu Leu Leu Glu 
195 200 205 

tte aec tot get egc tac att cgc etg aga ttt oag agg ate cgc ace 792 
Phe Thr Ser Ala Arg Tyr Me Arg Leu Arg Phe Gin Arg Me Arg Thr 
210 215 220 

ttg aat gca gac ttg atg atg ttt get cac aaa gac ccc aga gaa ate 840 
Leu Asn Ala Asp Leu Met Met Phe Ala His Lys Asp Pro Arg Glu Me 
225 230 235 240 

gat ccc att gtc aca ega aga tat tac tat tot gtc aag gat att tea 888 
Asp Pro I le Val Thr Arg Arg Tyr Tyr Tyr Ser Val Lys Asp Me Ser 
245 250 255 

gtt gge ggg atg tgc ate tgt tat ggt eat gee egg get tgt cca ett 936 
Val Gly Gly Met Cys Me Cys Tyr Gly His Ala Arg Ala Cys Pro Leu 
260 265 270 

gac cet gea aca aat aaa tea cgc tgt gag tgt gaa cat aac ace tgt 984 
Asp Pro Ala Thr Asn Lys Ser Arg Cys Glu Cys Glu His Asn Thr Cys 
275 280 285 

ggg gaa ago tgt gac agg tgc tgt cca gga tte cat cag aag ect tgg 1032 
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6ly Glu Ser Cys Asp Arg Cys Cys Pro Gly Phe His Gin Lys Pro Trp 
290 295 300 

aga got gga acc ttc etc acc aag tot gag tgt gaa goa tgc aat tgt 1080. 
Arg Ala Gly Thr Phe Leu Thr Lys Ser Glu Cys Glu Ala Cys Asn Cys 
305 310 315 320 

cac gga aaa get gag gaa tgc tat tat gat gaa act gtt got ago aga 1128 
His Gly Lys Ala Glu Glu Cys Tyr Tyr Asp Glu Thr Val Ala Ser Arg 
.325 330 335 

aat eta agt tta aat ata cat ggg aag tac ate gga ggg ggt gtg tgc 1176 
Asn Leu Ser Leu Asn lie His Gly Lys Tyr Me Gly Gly Gly Val Cys 
340 345 350 

ate aac tgc aca cat aac aog get ggg ata aat tgt gag aca tgt gtt 1224 
lie Asn Cys Thr His Asn Thr Ala Gly lie Asn Cys Glu Thr Cys Val 
355 360 365 

gat gga ttc ttc aga ccc aaa ggg gtg tea oca aat tat eca aga cca 1272 
Asp Gly Phe Phe Arg Pro Lys Gly Val Ser Pro Asn Tyr Pro Arg Pro 
370 375 380 

tgc cag cca tgt cac tgt gat cca act ggc tec ctt agt gaa gtc tgt 1320 
Cys Gin Pro Cys His Cys Asp Pro Thr Gly Ser Leu Ser Glu Val Cys 
385 390 395 400 

gtc aaa gat gag aaa tac gcc cag ega ggg ttg aaa cet gga tec tgt 1368 
Val Lys Asp Olu Lys Tyr Ala Gin Arg Gly Leu Lys Pro Gly Ser Cys 
405 410 415 

cac tgc aaa act ggc ttt gga ggc gtg aac tgt gat cgc tgt gtc agg 1416 
His Cys Lys Thr Gly Phe Gly Gly Val Asn Cys Asp Arg Cys Val Arg 
420 425 430 

ggt tac cat ggt tac cca gac tgc caa ccc tgt aac tgt agt ggc ttg 1464 
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Gly Tyr His Gly Tyr Pro Asp Cys Gin Pro Cys Asn Cys Ser Gly Leu 
435 440 445 

ggg ago aca aat gag gac cot tgo gtt ggg coo tgt ago tgt aag gag 1512 
Gly Ser Thr Asn Glu Asp Pro Cys Val Gly Pro Cys Ser Cys Lys Glu 
450 455 460 

aat gtt gaa ggt gaa gac tgt agt cgt tgc aaa tot ggt ttc ttc aac 1560 
Asn Val Glu Gly Glu Asp Cys Ser Arg Cys Lys Ser Gly Phe Phe Asn 
465 470 475 480 

ttg caa gaa gat aat cag aaa ggc tgt gag gag tgt ttc tgt tea gga 1608 
Leu Gin Glu Asp Asn Gin Lys Gly Cys Glu Glu Cys Ptie Cys Ser Gly 
485 4S0 495 

gta tea aac aga tgt cag agt tec tac tgg ace tat ggg aat att caa 1656 
Val Ser Asn Arg Cys Gin Ser Ser Tyr Trp Tlir Tyr Gly Asn Me Gin 
500 505 510 

gac atg cgt ggt tgg tat etc aca gac etc tot ggc cgc att egg atg 1704 
Asp Met Arg Gly Trp Tyr Leu Thr Asp Leu Ser Gly Arg lie Arg Met 
515 520 525 

get ecc cag ett gat aac cet gac tea cct cag cag ate ago ate agt 1752 
Ala Pro Gin Leu Asp Asn Pro Asp Ser Pro Gin Gin lie Ser lie Ser 
530 535 540 

aac tot gag gee egg aaa tee ctg ett gat ggt tac tac tgg agt gea 1800 
Asn Ser Glu Ala Arg Lys Ser Leu Leu Asp Gly Tyr Tyr Trp Ser Ala 
545 550 555 560 

cog cct eca tat ctg gga aac aga ett cea get gtt ggg gga cag ttg 1848 
Pro Pro Pro Tyr Leu Gly Asn Arg Leu Pro Ala Val Gly Gly Gin Leu 
565 570 575 

tea ttt ace ate tea tat gac etc gaa gaa gag gaa gac gat aca gaa 1896 
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Ser Phe Thr lie Ser Tyr Asp Leu Glu Glu Glu Qlu Asp Asp Thr Glu 
580 585 590 

aaa etc ott cag ctg atg att ate ttt gag gga aat gac tta aga ate 1944 
Lys Leu Leu Gin Leu Met lie lie Phe Glu Gly Asn Asp Leu Arg lie 
595 600 605 

age aea gcg tat aag gag gtg tac tta gag cca tet gaa gaa cac gtt 1992 
Ser Thr Ala Tyr Lys Glu Val Tyr Leu Glu Pro Ser Glu Glu His Val 
610 615 620 

gag gag gtg tea etc aaa gaa gag gcc ttt act ata cat gga aca aat 2040 
Glu Glu Val Ser Leu Lys Glu Glu Ala Phe Thr lie His Gly Thr Asn 
625 630 635 640 

ttg cca gtc act aga aaa gat ttc atg att gtt etc aca aat ttg gga 2088 
Leu Pro Val Thr Arg Lys Asp Phe Met lie Val Leu Thr Asn Leu Gly 
645 650 655 

gag ate ett ate caa ate aea tac aae tta ggg atg gac gee ate ttc 2136 
Glu lie Leu lie Gin lie Thr Tyr Asn Leu Gly Met Asp Ala Me Phe 
660 665 670 

agg ctg agt tet gtc aat ett gaa tet cet gtc cet tat ect act gat 2184 
Arg Leu Ser Ser Val Asn Leu Glu Ser Pro Val Pro Tyr Pro Thr Asp 
675 680 685 

aga cgt att gca. act gat gtg gaa gtt tgc cag tgt cca cet ggg tac 2232 
Arg Arg Me Ala Thr Asp Val Glu Val Cys Gin Cys Pro Pro Gly Tyr 
690 695 700 

agt ggc age tet tgt gaa aca tgt tgg cet agg cac cga aga gtt aac 2280 
Ser Gly Ser Ser Cys Glu Thr Cys Trp Pro Arg His Arg Arg Val Asn 
705 710 715 720 

ggc ace att ttt ggt ggc att tgt gaa cca tgt cag tgc ttt get cat 2328 
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6ly Thr lie Phe Gly Gly Me Cys Glu Pro Cys Gin Cys Phe Ala His 
725 730 735 

gca gaa gcc tgt gat gac ate aca gga gaa tgt ctg aac tgt aag gat 
Ala Glu Ala Cys Asp Asp I le Thr Gly Glu Cys Leu Asn Cys Lys Asp 
740 745 750 



2376 



cac aca ggt ggg cog tac tgc aat gaa tgt etc ect gga ttc tat ggt 
His Thr Gly Gly Pro Tyr Cys Asn Glu Cys Leu Pro Gly Phe Tyr Gly 
755 760 765 



2424 



gat cot act Gga gga age ect gaa gac tgt cag ecc tgt gcc tgt eca 
Asp Pro Thr Arg Gly Ser Pro Glu Asp Cys Gin Pro Cys Ala Cys Pro 
770 775 780 



2472 



etc aat ate eca tea aat aac ttt agt eca aca tgc eat tta gac egg 2520 
Leu Asn lie Pro Ser Asn Asn Phe Ser Pro Thr Cys His Leu Asp Arg 
785 790 795 800 

agt ctg gga ttg ate tgt gac gag tgt ect att ggg tac aca gga ccg 2568 
Ser Leu Gly Leu Me Cys Asp Glu Cys Pro Me Gly Tyr Thr Gly Pro 
805 810 815 



cge tgt. gag agg tgt gca gaa ggc tat ttt gga caa ect tec gta ect 
Arg Cys Glu Arg Cys Ala Glu Gly Tyr Phe Gly Gin Pro Ser Val Pro 
820 825 830 



2616 



gga gga tea tgt cag eca tgc caa tgc aat gac aac ett gac tac tec 2664 
Gly Gly Ser Cys Gin Pro Cys Gin Cys Asn Asp Asn Leu Asp Tyr Ser 
835 840 845 

ate ect ggc age tgt gac age ctg tet gge tec tgt ctg att tgt aag 2712 
Me Pro Gly Ser Cys Asp Ser Leu Ser Gly Ser Cys Leu Me Cys Lys 
850 855 860 



oca ggt aca aca ggc egg tac tgt gag etc tgt get gat ggg tat ttt 2760 
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Pro Gly Thr Thr 6ly Arg Tyr Cys Glu Leu Cys Ala Asp Gly Tyr Phe 

870 875 880 

gga gac gcg gtt aat aca aag aac tgt caa cca tgc cgt tgt gat ate 
Gly Asp Ala Val Asn Thr Lys Asn Cys Gin Pro Cys Arg Cys Asp I le 

890 895 

aat ggc tec ttc tea gag gat tgt cac aca aga act ggg caa tgt gag 
Asn Gly Ser Phe Ser Glu Asp Cys His Thr Arg Thr Gly Gin Cys Glu 

905 

tgc aga eec aat gtt cag ggg egg eac tgt gac gag tgt aag cct gaa 
Cys Arg Pro Asn Val Gin Gly Arg His Cys Asp Glu Cys Lys Pro Glu 
915 920 925 

acc ttt ggc ctg caa ctg gga agg ggt tgt ctg cee tgc aac tgc aat 
Thr Phe Gly Leu Gin Leu Gly Arg Gly Cys Leu Pre Cys Asn Cys Asn 

935 940 

tct ttt ggg tot aag tec ttt gac tgt gaa gca agt ggg cag tgc tgg 
Ser Phe Gly Ser Lys Ser Phe Asp Cys Glu Ala Ser Gly Gin Cys Trp 

950 955 



945 



2808 



2856 



2904 



2952 



3000 



tgc cag cct gga gta gea ggg aag aaa tgt gac cgt tgt gee cat ggc 
Cys Gin Pro Gly Val Ala Gly Lys Lys Cys Asp Arg Cys Ala His Gly 
965 970 



975 



3048 



tac ttc aac ttc. caa gaa gga ggc tgc ata get tgt gac tgt tct cat 
Tyr Phe Asn Phe Gin Glu Gly Gly Cys Me Ala Cys Asp Cys Ser His 
980 985 



990 



3096 



ctg ggc aac aac tgt gac cca aaa act ggc caa tgc att tgc cca ecc 3144 
Leu Gly Asn Asn Cys Asp Pro Lys Thr Gly Gin Cys I le Cys Pro Pro 
995 1000 



1005 



aat acc act gga gaa aag tgt tct gag tgt ctt 



coo aac ace tgg 



3189 
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Asn Thr Thr 6ly Glu Lys Cys Ser Glu Cys Leu Pro Asn Thr Trp 
1010 1015 1020 

ggt cac age att gtc acc ggc tgt aag gtt tgt aac tgc age act 
Gly His Ser lie Val Thr Gly Cys Lys Val Cys Asn Cys Ser Thr 
1025 1030 1035 

gtg ggg tec ttg get tct cag tgc aat gta aac aeg ggc eag tgc 
Val Gly Ser Leu Ala Ser Gin Cys Asn Val Asn Thr Gly Gin Cys 
1040 1045 1050 



cga ggt cac tgg aac tat cct etc tgc act eta tgt gac tgc tte 
Arg Gly His Trp Asn Tyr Pro Leu Cys Thr Leu Cys Asp Cys Phe 
1070 1075 1080 



3234 



3279 



age tgt cat cea aaa tte tct ggt atg aaa tgc tea gag tgc age 3324 
Ser Cys His Pro Lys Phe Ser Gly Met Lys Cys Ser Glu Cys Ser 
1055 1060 1065 



3369 



ctt cea ggc aca gat gee aeg act tgt gat etg gag act agg aaa 3414 
Leu Pro Gly Thr Asp Ala Thr Thr Cys Asp Leu Glu Thr Arg Lys 
1085 1090 1095 

tgc tec tgt agt gat caa act gga cag tgc age tgt aag gtg aat 3459 
Cys Ser Cys Ser Asp Gin Thr Gly Gin Cys Ser Cys Lys Val Asn 
1100 1105 1110 

gtg gaa ggc gtc cac tgt gac agg tgc egg cct ggc aaa ttt gga 3504 
Val Glu Gly Val His Cys Asp Arg Cys Arg Pro Gly Lys Phe Gly 
1115 1120 1125 

eta gat gee aag aac cea ctt ggc tgc age age tgc tac tgc ttt 3549 
Leu Asp Ala Lys Asn Pro Leu Gly Cys Ser Ser Cys Tyr Cys Phe 
1130 1135 1140 



gga gtt act agt caa tgc tct gaa gea aag ggg ctg ate cgt aeg 



3594 
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Gly Val Thr Ser Gin Cys Ser Glu Ala Lys Gly Leu lie Arg Thr 
1145 1150 1155 

tgg gtg act ttg agt gat gaa cag acc att eta cot ctg gtg gat 3639 
Trp Val Thr Leu Ser Asp Glu Gin Thr lie Leu Pro Leu Val Asp 
1160 1165 1170 

gag gcc ctg cag cac acg act acc aaa ggc att got ttc cag aaa 3684 
Glu Ala Leu Gin His Thr Thr Thr Lys Gly Me Ala Phe Gin Lys 
1175 1180 1185 

cca gag att gtt gca aag atg gat gaa gtc agg caa gag etc cat 3729 
Pro Glu I le Val Ala Lys Met Asp Glu Val Arg Gin Glu Leu His 
1190 1195 1200 

ttg gaa Gct ttt tao tgg aaa etc cca caa caa ttt gaa ggg aaa 3774 
Leu Glu Pro Phe Tyr Trp Lys Leu Pro Gin Gin Phe Glu Gly Lys 
1205 1210 1215 

aag ttg atg gct tat ggt ggc aaa etc aag tat gcc ate tat ttt 3819 
Lys Leu Met Ala Tyr Gly Gly Lys Leu Lys Tyr Ala lie Tyr Phe 
1220 1225 1230 

gag gct egg gat gag aca ggc ttt gcc aca tat aaa cct caa gtt 3864 
Glu Ala Arg Asp Glu Thr Gly Phe Ala Thr Tyr Lys Pro Gin Val 
1235 1240 1245 

ate att cga ggt gga act cct act cat gct aga att att acc aga 3909 
lie lie Arg Gly Gly Thr Pro Thr His Ala Arg lie lie Thr Arg 
1250 1255 1260 

cac atg gct gcc cct etc att ggc cag ttg aca egg cat gaa ata 3954 
His Met Ala Ala Pro Leu lie Gly Gin Leu Thr Arg His Glu He 
1265 1270 1275 

gaa atg aca gag aaa gaa tgg aaa tat tat ggt gat gat cct cga 3999 
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Glu Met Thr 6lu Lys Glu Trp Lys Tyr Tyr 6ly Asp Asp Pro Arg 
1280 1285 1290 

ate agt aga act gtg acc ogt gaa gac ttc ttg gat ata eta tat 4044 
Me Ser Arg Thr Val Thr Arg Glu Asp Phe Leu Asp Me Leu Tyr 
1295 1300 1305 

gat att cae tat ate ctt ate aag get act tat gga aac gtt gtg 4089 
Asp lie His Tyr lie Leu Me Lys Ala Thr Tyr Gly Asn Val Val 
1310 1315 1320 

aga caa age ego att tet gaa ate tec atg gaa gta get gaa cea 4134 
Arg Gin Ser Arg Me Ser Glu Me Ser Met Glu Val Ala Glu Pro 
1325 1330 1335 

gga cat gta tta gca ggg age cca cea gca cae ttg ata gaa aga 4179 
Gly His Val Leu Ala Gly Ser Pro Pro Ala His Leu Me Glu Arg 
1340 1345 1350 

tgc gat tge cot cet ggc tat tct ggc ttg tet tgt gag aeg tgt 4224 
Oys Asp Cys Pro Pro Gly Tyr Ser Gly Leu Ser Cys Glu Thr Cys 
1355 1360 1365 

gca cca gga ttt tac cga ctt cgt tct gaa cca ggt ggg egg act 4269 
Ala Pro Gly Phe Tyr Arg Leu Arg Ser Glu Pro Gly Gly Arg Thr 
1370 1375 1380 

cot gga cca acc tta ggg ace tgt gtt eec tge caa tgt aat gga 4314 
Pro Gly Pro Thr Leu Gly Thr Cys Val Pro Oys Gin Cys Asn Gly 
1385 1390 1395 

cac age agt cag tgt gat ect gag acc tea gta tge cag aat tgt 4359 
His Ser Ser Gin Cys Asp Pro Glu Thr Ser Val Cys Gin Asn Cys 
1400 1405 1410 

cag cat cae act get ggt gac ttc tgt gag cgc tgt gee ctt ggc 4404 
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ein His His Thr Ala Gly Asp Phe Cys Glu Arg Cys Ala Leu Gly 
1415 1420 1425 

tac tat gga ate gtc agg gga ttg oca aat gac tgc caa oca tgt 4449 
Tyr Tyr Gly lie Val Arg Gly Leu Pro Asn Asp Cys Gin Pro Cys 
1430 1435 1440 

got tgt cot ctg att teg ccc age aae aat tte age ecc tot tgt 4494 
Ala Cys Pro Leu Me Ser Pro Ser Asn Asn Phe Ser Pro Ser Cys 
1445 1450 1455 

gta ttg gaa ggt ctg gaa gat tac cgt tgc acc gcc tgc cca agg 4539 
Val Leu Glu Gly Leu Glu Asp Tyr Arg Cys Thr Ala Cys Pro Arg 
1460 1465 1470 

ggc tat gaa gga cag tac tgt gaa agg tgt gcc cca ggc tat act 4584 
Gly Tyr Glu Gly Gin Tyr Cys Glu Arg Cys Ala Pro Gly Tyr Thr 
1475 1480 1485 

ggc age oca age ago ecc gga ggo tee tgc caa gaa tgt gag tgt 4629 
Gly Ser Pro Ser Ser Pro Gly Gly Ser Cys Gin Glu Cys Glu Cys 
1490 1495 1500 

gac cct tat ggc tee eta cog gtt ecc tgt gac egg gto aoa gga 4674 
Asp Pro Tyr Gly Ser Leu Pro Val Pro Cys Asp Arg Val Thr Gly 
1505 1510 1515 

etc tgc acg tgc cgc cct gga gcc aca gga agg aag tgt gat ggc 4719 
Leu Cys Thr Cys Arg Pro Gly Ala Thr Gly Arg Lys Cys Asp Gly 
1520 1525 1530 

tgc gag cac tgg cat gca cgc gag ggt gca gag tgt gtc ttt tgt 4764 
Cys Glu His Trp His Ala Arg Glu Gly Ala Glu Cys Val Phe Cys 
1535 1540 1545 

gga gac gag tgt aca ggc ett ctt ctt ggt gac ctg get cgt eta 4809 
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Gly Asp Glu Cys Thr Gly Leu Leli Leu Gly Asp Leu Ala Arg Leu 
1550 1555 1560 

gag cag atg acc atg aac ate aac etc acg ggc cea ctg cct got 4854 
Glu Gin Met Thr Met Asn I le Asn Leu Thr Gly Pro Leu Pro Ala 
1565 1570 1575 

cea tat aaa att etg tat ggt ott gaa aat aca act cag gaa etc 4899 
Pro Tyr Lys Me Leu Tyr Gly Leu Glu Asn Thr Thr Gin Glu Leu 
1580 1585 1590 

aag cac ctg eta tea cog caa egg gca eca gag agg etc att cag 4944 
Lys His Leu Leu Ser Pro Gin Arg Ala Pro Glu Arg Leu lie Gin 
1595 1600 1605 

ttg gea gag ggc aac gtg aac aca ctt gtg atg gaa aca aat gag 4989 
Leu Ala Glu Gly Asn Val Asn Thr Leu Val Met Glu Thr Asn Glu 
1610 1615 1620 

ctg eta acc aga gea ace aaa gtg aca gca gat ggt gag caa aca 5034 
Leu Leu Thr Arg Ala Thr Lys Val Thr Ala Asp Gly Glu Gin Thr 
1625 1630 1635 

gga caa gat get gag agg acc aac tec aga gca gaa tec ttg gaa 5079 
Gly Gin Asp Ala Glu Arg Thr Asn Ser Arg Ala Glu Ser Leu Glu 
1640 1645 1650 

gaa ttc att aaa ggg ctt gtc cag gat get gaa gee ata aat gaa 5124 
Glu Phe I le Lys Gly Leu Val Gin Asp Ala Glu Ala lie Asn Glu 
1655 1660 1665 

aaa get gta aaa eta aat gaa acc tta gga aat caa gat aag aca 5169 
Lys Ala Val Lys Leu Asn Glu Thr Leu Gly Asn Gin Asp Lys Thr 
1670 1675 1680 

gea gag aga aac ttg gag gag ctt caa aag gaa ate gae egg atg 5214 
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Ala GIu Arg Asn Leu Glu Glu . Leu Gin Lys Glu lie Asp Arg Met 
1685 1690 1695 

ctg aag gaa ctg aga agt aaa gat ctt caa aca cag aag gaa gtt 5259 
Leu Lys Glu Leu Arg Ser Lys Asp Leu Gin Thr Gin Lys Glu Val 
1700 1705 1710 

get gag gat gag etc gtg gca gca gaa ggc ett etg aag aga gta 5304 
Ala Glu Asp Glu Leu Val Ala Ala Glu Gly Leu Leu Lys Arg Val 
1715 1720 1725 

aac aag etg ttt gga gag ccc aga gcc cag aat gaa gat atg gaa 5349 
Asn Lys Leu Phe Gly Glu Pro Arg Ala Gin Asn Glu Asp Met Glu 
1730 1735 1740 

aag gat etc cag cag aaa ctg gca gag tac aag aac aaa ctt gat 5394 
Lys Asp Leu Gin Gin Lys Leu Ala Glu Tyr Lys Asn Lys Leu Asp 
1745 1750 1755 

gat get tgg gat eta ttg aga gaa gee act gat aaa acc ega gat 5439 
Asp Ala Trp Asp Leu Leu Arg Glu Ala Thr Asp Lys Thr Arg Asp 
1760 1765 1770 

get aat egt ttg tct get gee aat caa aaa aac atg ace ata etg 5484 
Ala Asn Arg Leu Ser Ala Ala Asn Gin Lys Asn Met Thr lie Leu 
1775 1780 1785 

gag aca aag aag gag get att gaa ggt age aaa cga caa ata gag 5529 
Glu Thr Lys Lys Glu Ala Me Glu Gly Ser Lys Arg Gin lie Glu 
1790 1795 1800 

aac act tta aag gaa ggc aat gac ate ctt gat gaa gcc aat caa 5574 
Asn Thr Leu Lys Glu Gly Asn Asp Me Leu Asp Glu Ala Asn Gin 
1805 1810 1815 

etc tta ggt gaa ate aac tea gte ata gat tat gtc gac gac att 5619 
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Leu Leu Gly Glu lie Asn Ser Val lie Asp Tyr Val Asp Asp lie 
1820 1825 1830 

aaa act aag ttg cca cca atg tec gag gag ctg agt gac aaa ata 5664 
Lys Thr Lys Leu Pro Pro Met Ser Glu Glu Leu Ser Asp Lys Me 
1835 1840 1845 

gat gac etc gee cag gaa ata aag gac aga agg ett get gag aag 5709 
Asp Asp Leu Ala Gin Glu Me Lys Asp Arg Arg Leu Ala Glu Lys 
1850 1855 I860 

gtg tte eag get gag age cat get get cag ctg aac gac teg tet 5754 
Val Phe Gin Ala Glu Ser His Ala Ala Gin Leu Asn Asp Ser Ser 
1865 1870 1875 

get gta ett gat gga ate ctg gat gag get aag aae ate tct tte 5799 
Ala Val Leu Asp Gly lie Leu Asp Glu Ala Lys Asn Me Ser Phe 
1880 1885 1890 

aat gcc acg gca gee tte aga get tac agt aat att aaa gac tac 5844 
Asn Ala Thr Ala Ala Phe Arg Ala Tyr Ser Asn Me Lys Asp Tyr 
1895 . 1900 1905 

att gat gaa get gag aaa gtg gcc aga gaa gcc aaa gag ett gcc 5889 
Me Asp Glu Ala Glu Lys Val Ala Arg Glu Ala Lys Glu Leu Ala 
1910 1915 1920 

caa ggg get aca aaa etg gca aca agt ect eag gge tta tta aaa 5934 
Gin Gly Ala Thr Lys Leu Ala Thr Ser Pro Gin Gly Leu Leu Lys 
1925 1930 1935 

gaa gat gcc aaa gge tec ett cag aaa age tte agg ate etc aat 5979 
Glu Asp Ala Lys Gly Ser Leu Gin Lys Ser Phe Arg Me Leu Asn 
1940 1945 1950 

gaa gcc aag aag eta gca aac gat gtg aaa gga aat eac aat gat 6024 
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Glu Ala Lys Lys Leu Ala Asn Asp Val Lys Gly Asn His Asn Asp 
1955 1960 1965 

eta aat gac ctg aaa acc agg tta gaa act get gac ctt aga aac 6069 
Leu Asn Asp Leu Lys Thr Arg Leu Glu Thr Ala Asp Leu Arg Asn 
1970 1975 1980 

agt gga ett eta gga get eta aat gae ace atg gac aag tta tea 6114 
Ser Gly Leu Leu Gly Ala Leu Asn Asp Thr Met Asp Lys Leu Ser 
1985 1990 1995 

gee att aca aat gac acg get get aaa ctg eag get gte aaa gag 6159 
Ala Me Thr Asn Asp Thr Ala Ala Lys Leu Gin Ala Val Lys Glu 
2000 2005 2010 

aaa gcc aga gaa gee aat gac aca gca aaa get gtc ctg gcc cag 6204 
Lys Ala Arg Glu Ala Asn Asp Thr Ala Lys Ala Val Leu Ala Gin 
2015 2020 2025 

gtt aag gac ctg cat eag aac eta gat ggc ctg aag caa aac tac 6249 
Val Lys Asp Leu His Gin Asn Leu Asp Gly Leu Lys Gin Asn Tyr 
2030 2035 2040 

aat aaa ctg gca gac age gtg gcc aaa acg aac get gtg gtg aaa 6294 
Asn Lys Leu Ala Asp Ser Val Ala Lys Thr Asn Ala Val Val Lys 
2045 2050 2055 

gat cet tec aaa aac aaa ate att gca gat gca ggc act tec gtg 6339 
Asp Pro Ser Lys Asn Lys lie Me Ala Asp Ala Gly Thr Ser Val 
2060 2065 2070 

aga aat eta gaa cag gaa get gac egg eta ate gac aaa etc aag 6384 
Arg Asn Leu Glu Gin Glu Ala Asp Arg Leu Me Asp Lys Leu Lys 
2075 2080 2085 

ecc ate aag gag ett gag gac aac eta aag aaa aac att tet gaa 6429 
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Pro Me Lys Glu Leu Glu Asp Asn Leu Lys Lys Asn lie Ser Glu 
2090 2095 2100 

ata aag gaa ctg ate aac caa got egg aaa eaa get aae tot ate 
lie Lys Glu Leu Me Asn Gin Ala Arg Lys Gin Ala Asn Ser lie 
2105 2110 2115 



tea aga acg gga aga aat gga tct att tct gtg aga get tta gat 
Ser Arg Thr Gly Arg Asn Gly Ser lie Ser Val Arg Ala Leu Asp 
2210 2215 2220 



6474 



aaa gta tct gtt tct teg gga ggt gac tgt gtt egg aca tac agg 6519 
Lys Val Ser Val Ser Ser Gly Gly Asp Cys Val Arg Thr Tyr Arg 
2120 2125 2130 

cca gaa ate aag aaa gga age tae aat aac ate gtt gtc cat gtc 6564 
Pro Glu He Lys Lys Gly Ser Tyr Asn Asn lie Val Val His Val 
2135 2140 2145 

aag ace get gtt gee gac aae etc ctt ttt tat ctt gga agt gee 6609 
Lys Thr Ala Val Ala Asp Asn Leu Leu Phe Tyr Leu Gly Ser Ala 
2150 2155 2160 

aaa ttt att gac ttt ctt get ata gaa atg cgc aaa ggc aaa gtc 6654 
Lys Phe I le Asp Phe Leu Ala I le Glu Met Arg Lys Gly Lys Val 
2165 2170 2175 

age tte etc tgg att gtt ggc tct gga gtt ggc ega gta ggg ttt 6699 
Ser Phe Leu Trp Me Val Gly Ser Gly Val Gly Arg Val Gly Phe 
2180 2185 2190 

cca gac ttg ace ate gac gac tec tat tgg tac cgt att gaa gea 6744 
Pro Asp Leu Thr lie Asp Asp Ser Tyr Trp Tyr Arg I le Glu Ala 
2195 2200 2205 



6789 



gga ceo aaa gee agt atg gta ece age ace tae cat tea gtg tct 6834 
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Gly Pro Lys Ala Ser Met Val Pro Ser Thr Tyr His Ser Val Ser 
2225 2230 2235 

cot Gcc ggg tat act ate eta gat gtg gat gca aat gca atg ctg 6879 
Pro Pro Gly Tyr Thr Me Leu Asp Val Asp Ala Asn Ala Met Leu 
2240 2245 2250 

ttt gtt ggt ggc ctg acc gga aaa ata aag aag gcc gat get gta 6924 
Phe Val Gly Gly Leu Thr Gly Lys lie Lys Lys Ala Asp Ala Val 
2255 2260 . 2265 

cgt gtg ate ace tte ace ggc tgt atg gga gaa aca tac ttt gac 6969 
Arg Val lie Thr Phe Thr Gly Cys Met Gly Glu Thr Tyr Phe Asp 
2270 2275 2280 

aao aaa cct ata ggt tta tgg aac ttc egg gag aaa gaa ggc gac 7014 
Asn Lys Pro Me Gly Leu Trp Asn Phe Arg Glu Lys Glu Gly Asp 
2285 2290 2295 

tgt aag gga tgt act gte age oca caa gtg gaa gat agt gag ggg 7059 
Cys Lys Gly Cys Thr Val Ser Pro Gin Val Glu Asp Ser Glu Gly 
2300 2305 2310 

act att cag ttt gat ggt gaa ggc tat gca tta gtg age egg cec 7104 
Thr Me Gin Phe Asp Gly Glu Gly Tyr Ala Leu Val Ser Arg Pro 
2315 2320 2325 

ate cgc tgg tac cec aac ate tec aca gte atg tte aag ttc egg 7149 
Me Arg Trp Tyr Pro Asn lie Ser Thr Val Met Phe Lys Phe Arg 
2330 2335 2340 

aca ttt tea tea agt get etc ctg atg tat ctt gcc aca ega gac 7194 
Thr Phe Ser Ser Ser Ala Leu Leu Met Tyr Leu Ala Thr Arg Asp 
2345 2350 2355 

ctg aaa gat tte atg agt gta gag etc agt gat gga cat gtg aaa 7239 
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Leu Lys Asp Phe Met Ser Val Glu Leu Ser Asp Gly His Val Lys 
2360 2365 2370 

gtc age tat gac ctg ggc tea gga atg act tec gtt gtc age aat 7284 
Val Ser Tyr Asp Leu Gly Ser Gly Met Thr Ser Val Val Ser Asn 
2375 2380 2385 

caa aae cat aat gat ggg aaa tgg aaa gea ttc aeg ctg teg egg 7329 
Gin Asn His Asn Asp Gly Lys Trp Lys Ala Phe Thr Leu Ser Arg 
2390 2395 2400 

att cag aaa caa gee aac ata teg att gtc gac ate gat tct aae 7374 
lie Gin Lys Gin Ala Asn Me Ser lie Val Asp lie Asp Ser Asn 
2405 2410 2415 



cag gag gag aat gta get act tea tct tct gga aac aac ttt ggt 7419 
ein Giu Glu Asn Val Ala Thr Ser Ser Ser Gly Asn Asn Phe Gly 
2420 2425 2430 

ett gac ttg aaa gea gat gac aaa ata tat ttt ggt ggc ctg eca 7464 
Leu Asp Leu Lys Ala Asp Asp Lys Me Tyr Phe Gly Gly Leu Pro 
2435 2440 2445 

act ctg aga aac ttg agt atg aaa gea agg eca gaa gtc aat gtg 7509 
Thr Leu Arg Asn Leu Ser Met Lys Ala Arg Pro Glu Val Asn Val 
2450 2455 2460 

aag aaa tac tec ggc tgc etc aaa gat att gaa att tea aga aca 7554 
Lys Lys Tyr Ser Gly Cys Leu Lys Asp I le Glu Me Ser Arg Thr 
2465 2470 2475 

cct tac aat ata etc age age cet gat tat gtt ggt gtg ace aaa 7599 
Pro Tyr Asn Me Leu Ser Ser Pro Asp Tyr Val Gly Val Thr Lys 
2480 2485 2490 

ggc tgt tea ctg gag aat gtt aat aca gtt agt ttc ecc aag cct 7644 
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Gly Cys Ser Leu Glu Asn Val Asn Thr Val Ser Phe Pro Lys Pro 
2495 2500 2505 

ggtttt gtg gag ctt gcc got gtg tct att gat gtt gga aca gaa 768Q 
Gly Phe Val Glu Leu Ala Ala Val Ser lie Asp Val Gly Thr Glu 
2510 2515 2520 



ate aat ctg tec ttt agt acc agg aac gag tct ggg ate att etc 
lie Asn Leu Ser Phe Ser Thr Arg Asn Glu Ser Gly lie lie Leu 
2525 2530 £535 



caa acc aca cag get tat tat gcc ata ttc etc aac aag ggc cgc 
Gin Thr Thr Gin Ala Tyr Tyr Ala lie Phe Leu Asn Lys Gly Arg 
2555 2560 2565 



gtc ate aaa eeg gag cea aat ttg ttt cat gat ggg aga gaa cat 
Val He Lys Pro Glu Pro Asn Leu Phe His Asp Gly Arg Glu His 
2585 2590 2595 

tct gtc cae gta gaa aga acc aga ggc ate ttc act gtt caa att 
Ser Val His Val Glu Arg Thr Arg Gly lie Phe Thr Val Gin lie 
2600 2605 2610 

gat gaa gae aga aga cat ate caa aac ctg aca gag gaa cag ccc 
Asp Glu Asp Arg Arg His lie Gin Asn Leu Thr Glu Glu Gin Pro 
2615 2620 2625 

ate gaa gtg aaa aag etc ttt gtc ggg ggt get cet cct gaa ttt 



7734 



ttg gga agt gga ggg aca etc aca cea ccc agg aga aaa egg aga 7779 
Leu Gly Ser Gly Gly Thr Leu Thr Pro Pro Arg Arg Lys Arg Arg 
2540 2545 2550 



7824 



ttg gaa gtg cat etc tec teg ggg aca egg aca atg agg aaa att 7869 
Leu Glu Val His Leu Ser Ser Gly Thr Arg Thr Met Arg Lys Me 
2570 2575 2580 



7914 



7959 



8004 



8049 
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lie Glu Val Lys Lys Leu Phe Val Gly Gly Ala Pro Pro Glu Phe 
2630 2635 2640 

cag ccc too oca etc agg aat att cog gcc ttt caa ggc tgt gtg 8094 
Gin Pro Ser Pro Leu Arg Asn Me Pro Ala Phe Gin Gly Cys Val 
2645 2650 2655 

tgg aac ctt gtt att aac too ate ccc atg gac ttt gcg cag cot 8139 
Trp Asn Leu Val lie Asn Ser lie Pro Met Asp Phe Ala Gin Pro 
2660 2665 2670 

ata gcc ttc aaa aat gcc gac att ggt cgc tgt acc tat caa aag 8184 
I le Ala Phe Lys Asn Ala Asp I le Gly Arg Cys Thr Tyr Gin Lys 
2675 2680 2685 

ccc egg gaa gat gag agt gaa gca gtt cca get gaa gtt att gtc 8229 
Pro Arg Glu Asp Glu Ser Glu Ala Val Pro Ala Glu Val Me Val 
2690 2695 2700 

cag cct cag teg gtg ccc ace ect gee ttc ect ttc cca gtc ccc 8274 
Gin Pro Gin Ser Val Pro Thr Pro Ala Phe Pro Phe Pro Val Pro 
2705 2710 2715 

ace atg gtg eat ggc cct tgt gtt gca gaa tea gaa cca get ctt 8319 
Thr Met Val His Gly Pro Cys Val Ala Glu Ser Glu Pro Ala Leu 
2720 2725 2730 

ctg aca ggg age aag cag ttt ggg ctt tec aga aac age cae att 8364 
Leu Thr Gly Ser Lys Gin Phe Gly Leu Ser Arg Asn Ser His Me 
2735 2740 2745 

gca att gtc ttt gat gac acc aaa gtt aaa aac cgc etc ace att 8409 
Ala Me Val Phe Asp Asp Thr Lys Val Lys Asn Arg Leu Thr Me 
2750 2755 2760 

gag ctg gag gta ega act gaa get gaa tea ggc ttg etc ttc tae 8454 
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Glu Leu Glu Val Arg Thr 6lu Ala Glu Ser Gly Leu Leu Phe Tyr 
2765 2770 2775 

atg ggt egg ate aat cat get gat ttt ggt act gtt eag ctg agg 8499 
Met Gly Arg Me Asn His Ala Asp Phe Gly Thr Val Gin Leu Arg 
2780 2785 2790 

aat ggg tte ccg ttc ttc agt tat gat ttg ggg agt ggg age aec 8544 
Asn Gly Phe Pro Phe Phe Ser Tyr Asp Leu Gly Ser Gly Ser Thr 
2795 2800 2805 

aga acc atg ate cce aca aaa ate aac gat ggt eag tgg eac aag 8589 
Arg Thr Met lie Pro Thr Lys lie Asn Asp Gly Gin Trp His Lys 
2810 2815 2820 

att aag att gtg aga gtg aag eag gag gga att ctt tat gtg gat 8634 
lie Lys Me Val Arg Val Lys Gin Glu Gly lie Leu Tyr Val Asp 
2825 2830 2835 

gat gee tec age eaa ace ate agt eee aag aaa gee gae ate ctg 8679 
Asp Ala Ser Ser Gin Thr lie Ser Pro Lys Lys Ala Asp lie Leu 
2840 2845 2850 

gat gte ggg ggg att etg tat gte ggt gga ttg eeg ate aac tat 8724 
Asp Val Gly Gly Me Leu Tyr Val Gly Gly Leu Pro Me Asn Tyr 
2855 2860 2865 

ace aca cge aga att ggt eca gtg act tac age ctg gat ggc tgt 8769 
Thr Thr Arg Arg Me Gly Pro Val Thr Tyr Ser Leu Asp Gly Cys 
2870 2875 2880 

gtt agg aat ctt cae atg gaa eaa gee cct gtt gat etg gae eag 8814 
Val Arg Asn Leu His Met Glu Gin Ala Pro Val Asp Leu Asp Gin 
2885 2890 2895 

eet aec tec age ttt cae gtt ggg aca tgc ttt geg aat gca gag 8859 
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Pro Thr Ser Ser Phe His Val 6ly Thr Cys Phe Ala Asn Ala Glu 
2900 2905 2910 

agt ggg act tac ttt gat gga acc ggt ttt ggt aaa gca gtt ggt 8904 
Ser 6ly Thr Tyr Phe Asp Gly Thr Gly Phe Gly Lys Ala Val Gly 
2915 2920 2925 

ggg ttc ate gtt gga ttg gac ctt ctt gtg gaa ttt gaa ttc cgt 8949 
Gly Phe lie Val Gly Leu Asp Leu Leu Val Glu Phe Glu Phe Arg 
2930 2935 2940 

acc aca aga ccc act ggg gtc etc ctg ggg ate age agt cag aag 8994 
Thr Thr Arg Pro Thr Gly Val Leu Leu Gly lie Ser Ser Gin Lys 
2945 2950 2955 

atg gat gga atg ggt att gaa atg ate gac gag aag ctt atg ttc 9039 
Met Asp Gly Met Gly lie Glu Met He Asp Glu Lys Leu Met Phe 
2960 2965 2970 

cac gtg gat aat gge get ggc cga ttc act gca att tat gat get 9084 
His Val Asp Asn Gly Ala Gly Arg Phe Thr Ala lie Tyr Asp Ala 
2975 2980 2985 

gag ate eca ggc cae atg tgc aat gga cag tgg tat aaa gtc act 9129 
Glu lie Pro Gly His Met Cys Asn Gly Gin Trp Tyr Lys Val Thr 
2990 2995 3000 

gee aag aag ate aaa aac cgt ctt gag ctg gtg gta gat ggg aae 9174 
Ala Lys Lys He Lys Asn Arg Leu Glu Leu Val Val Asp Gly Asn 
3005 3010 3015 

cag gtg gat gee cag age eca aac tea gca teg aca tea get gat 9219 
Gin Val Asp Ala Gin Ser Pro Asn Ser Ala Ser Thr Ser Ala Asp 
3020 3025 3030 

aca aac gac cet gtt ttc gtt ggc ggt ttc oca ggt ggc etc aat 9264 



40/214 



wo 2005/021744 



PCT/JP2004/009404 



Thr Asn Asp Pro Val Phe Val 6ly 6ly Phe Pro Gly Gly Leu Asn 
3035 3040 3045 

cag ttt ggo ctg acc aco aac att agg ttc cga ggc tgc ate cga 9309 
Gin Phe Gly Leu Thr Thr Asn lie Arg Phe Arg Gly Cys lie Arg 
3050 3055 3060 

tct ctg aag etc acc aaa ggo act gca aac cgc tgg agg tta att 9354 
Ser Leu Lys Leu Thr Lys Gly Thr Ala Asn Arg Trp Arg Leu lie 
3065 3070 3075 

ttg cca agg ccc tgg aac tgaggggtgt tcaacctgta tcatgcccga 9402 
Leu Pro Arg Pro Trp Asn 
3080 

ctacctaata aagatagttc aatcctgagg agaattcatc aaaacaagta tatcaagtta 9462 
aacaatatac actcctatca tattaataaa actaatgtgc agcggccgc 951 1 



<210> 6 

<211> 3084 

<212> PRT 

<213> Mus musculus 

<400> 6 

Gin Arg Arg Gin Ser Gin Ala His Gin Gin Arg Gly Leu Phe Pro Ala 
15 10 15 



Val Leu Asn Leu Ala Ser Asn Ala Leu lie Thr Thr Asn Ala Thr Cys 
20 25 30 



Gly Glu Lys Gly Pro Glu Met Tyr Cys Lys Leu Val Glu His Val Pro 
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35 



40 



45 



Gly Gin Pro Val Arg Asn Pro Gin Cys Arg lie Cys Asn Gin Asn Ser 
50 55 60 



Ser Asn Pro Tyr Gin Arg His Pro I le Thr Asn Ala I le Asp Gly Lys 
65 70 75 80 



Asn Thr Trp Trp Gin Ser Pro Ser lie Lys Asn Gly Val Glu Tyr His 
85 90 95 



Tyr Val Tlir lie Thr Leu Asp Leu Gin Gin Val Phe Gin lie Ala Tyr 
100 105 110 



Val lie Val Lys Ala Ala Asn Ser Pro Arg Pro Gly Asn Trp lie Leu 
115 120 125 



Glu Arg Ser Leu Asp Asp Val Glu Tyr Lys Pro Trp Gin Tyr His Ala 
130 135 140 



Val Thr Asp Thr Glu Cys Leu Thr Leu Tyr Asn lie Tyr Pro Arg Thr 
145 150 155 160 



Gly Pro Pro Ser Tyr Ala Lys Asp Asp Glu Val Me Cys Thr Ser Phe 
165 170 175 



Tyr Ser Lys lie His Pro Leu Glu Asn Gly Glu Me His Me Ser Leu 
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180 



185 



190 



Me Asn Gly Arg Pro Ser Ala Asp Asp Pro Ser Pro Glu Leu Leu Glu 
195 200 205 



Phe Thr Ser Ala Arg Tyr lie Arg Leu Arg Phe Gin Arg i le Arg Thr 
210 215 220 



Leu Asn Ala Asp Leu Met Met Phe Ala His Lys Asp Pro Arg Glu Me 
225 230 235 240 



Asp Pro I le Val Thr Arg Arg Tyr Tyr Tyr Ser Val Lys Asp lie Ser 
245 250 255 



Val Gly Gly Met Cys Me Oys Tyr Gly His Ala Arg Ala Cys Pro Leu 
260 265 270 



Asp Pro Ala Thr Asn Lys Ser Arg Cys Glu Cys Glu His Asn Thr Cys 
275 280 285 



Gly Glu Ser Cys. Asp Arg Cys Cys Pro Gly Phe His Gin Lys Pro Trp 
290 295 300 



Arg Ala Gly Thr Phe Leu Thr Lys Ser Glu Cys Glu Ala Cys Asn Cys 
305 310 315 320 



His Gly Lys Ala Glu Glu Cys Tyr Tyr Asp Glu Thr Val Ala Ser Arg 
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325 



330 



335 



Asn Leu Ser Leu Asn Me His Gly Lys Tyr lie Gly Gly Gly Val Cys 
340 345 350 



lie Asn Cys Thr His Asn Thr Ala Gly lie Asn Cys Glu Thr Cys Val 
355 360 365 



Asp Gly Phe Phe Arg Pro Lys Gly Val Ser Pro Asn Tyr Pro Arg Pro 
370 375 380 



Cys Gin Pro Cys His Cys Asp Pro Thr Gly Ser Leu Ser Glu Val Cys 
385 390 395 400 



Val Lys Asp Glu Lys Tyr Ala Gin Arg Gly Leu Lys Pro Gly Ser Cys 
405 410 415 



His Cys Lys Thr Gly Phe Gly Gly Val Asn Cys Asp Arg Cys Val Arg 
420 425 430 



Gly Tyr His Gly Tyr Pro Asp Cys Gin Pro Cys Asn Cys Ser Gly Leu 
435 440 445 



Gly Ser Thr Asn Glu Asp Pro Cys Val Gly Pro Cys Ser Cys Lys Glu 
450 455 460 



Asn Val Glu Gly Glu Asp Cys Ser Arg Cys Lys Ser Gly Phe Phe Asn 
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465 



470 



475 



480 



Leu Gin Glu Asp Asn Gin Lys Gly Cys Glu Glu Cys Phe Cys Ser Gly 
485 490 495 



Val Ser Asn Arg Cys Gin Ser Ser Tyr Trp Thr Tyr Gly Asn I le Gin 
500 505 510 



Asp Met Arg Gly Trp Tyr Leu Thr Asp Leu Ser Gly Arg lie Arg Met 
515 520 . 525 



Ala Pro Gin Leu Asp Asn Pro Asp Ser Pro Gin Gin Me Ser He Ser 
530 535 540 



Asn Ser Glu Ala Arg Lys Ser Leu Leu Asp Gly Tyr Tyr Trp Ser Ala 
545 550 555 560 



Pro Pro Pro Tyr Leu Gly Asn Arg Leu Pro Ala Val Gly Gly Gin Leu 
565 570 575 



Ser Phe Thr Me Ser Tyr Asp Leu Glu Glu Glu Glu Asp Asp Thr Glu 
580 585 590 



Lys Leu Leu Gin Leu Met lie lie Phe Giu Gly Asn Asp Leu Arg lie 
595 600 605 



Ser Thr Ala Tyr Lys Giu Val Tyr Leu Glu Pro Ser Glu Glu His Val 
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610 



615 



620 



Glu Glu Val Ser Leu Lys Glu Glu Ala Phe Thr lie His Gly Thr Asn 
625 630 635 640 



Leu Pro Val Thr Arg Lys Asp Phe Met I le Val Leu Thr Asn Leu Gly 
645 650 655 



Glu lie Leu Me Gin lie Thr Tyr Asn Leu Gly Met Asp Ala lie Phe 
660 665 670 



Arg Leu Ser Ser Val Asn Leu Glu Ser Pro Val Pro Tyr Pro Thr Asp 
675 680 685 



Arg Arg lie Ala Thr Asp Val Glu Val Cys Gin Cys Pro Pro Gly Tyr 
690 695 700 



Ser Gly Ser Ser Cys Glu Thr Cys Trp Pro Arg His Arg Arg Val Asn 
705 710 715 720 



Gly Thr lie Phe. Gly Gly lie Cys Glu Pro Cys Gin Cys Phe Ala His 
725 730 735 



Ala Glu Ala Cys Asp Asp I le Thr Gly Glu Cys Leu Asn Cys Lys Asp 
740 745 750 



His Thr Gly Gly Pro Tyr Cys Asn Glu Cys Leu Pro Gly Phe Tyr Gly 
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755 



760 



765 



Asp Pro Thr Arg 6ly Ser Pro Glu Asp Cys 6!n Pro Cys Ala Cys Pro 
770 775 780 



Leu Asn Me Pro Ser Asn Asn Phe Ser Pro Thr Cys His Leu Asp Arg 
785 790 795 800 



Ser Leu Gly Leu I le Cys Asp Glu Cys Pro lie Qly Tyr Thr Gly Pro 
805 810 815 



Arg Cys Glu Arg Cys Ala Glu Gly Tyr Phe Gly Gin Pro Ser Val Pro 
820 825 830 



Gly Gly Ser Cys Gin Pro Cys Gin Cys Asn Asp Asn Leu Asp Tyr Ser 
835 840 845 



lie Pro Gly Ser Cys Asp Ser Leu Ser Gly Ser Cys Leu lie Cys Lys 
850 855 860 



Pro Gly Thr Thr. Gly Arg Tyr Cys Glu Leu Cys Ala Asp Gly Tyr Phe 
865 870 875 880 



Gly Asp Ala Val Asn Thr Lys Asn Cys Gin Pro Cys Arg Cys Asp Me 
885 890 895 



Asn Gly Ser Phe Ser Glu Asp Cys His Thr Arg Thr Gly Gin Cys Glu 
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900 



905 



910 



Cys Arg Pro Asn Val Gin Gly Arg His Cys Asp Glu Cys Lys Pro Glu 
915 920 925 



Thr Phe Gly Leu Gin Leu Gly Arg Gly Cys Leu Pro Cys Asn Cys Asn 
930 935 940 



Ser Phe Gly Ser Lys Ser Phe Asp Cys Glu Ala Ser Gly Gin Cys Trp 
945 950 955 960 



Cys Gin Pro Gly Val Ala Gly Lys Lys Cys Asp Arg Cys Ala His Gly 
965 970 975 



Tyr Phe Asn Phe Gin Glu Gly Gly Cys Me Ala Cys Asp Cys Ser His 
980 985 990 



Leu Gly Asn Asn Cys Asp Pro Lys Thr Gly Gin Cys lie Cys Pro Pro 
995 1000 1005 



Asn Thr Thr Gly Glu Lys Cys Ser Glu Cys Leu Pro Asn Thr Trp 
1010 1015 1020 



Gly His Ser lie Val Thr Gly Cys Lys Val Cys Asn Cys Ser Thr 



1025 



1030 



1035 
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Val Gly Ser Leu Ala Ser Gin Cys Asn Val Asn Thr Gly Gin Cys 
1040 1045 1050 



Ser Cys His Pro Lys Phe Ser Gly Met Lys Cys Ser Glu Cys Ser 
1055 1060 1065 



Arg Gly His Trp Asn Tyr Pro Leu Cys Thr Leu Cys Asp Cys Phe 
1070 1075 1080 



Leu Pro Gly Thr Asp Ala Thr Thr Cys Asp Leu Glu Thr Arg Lys 
1085 1090 1095 



Cys Ser Cys Ser Asp Gin Thr Gly Gin Cys Ser Cys Lys Val Asn 
1100 1105 1110 



Val Glu Gly Val His Cys Asp Arg Cys Arg Pro Gly Lys Phe Gly 
1115 1120 1125 



Leu Asp Ala Lys Asn Pro Leu Gly Cys Ser Ser Cys Tyr Cys Phe 
1130 1135 1140 



Gly Val Thr Ser Gin Cys Ser Glu Ala Lys Gly Leu I le Arg Thr 
1145 1150 1155 



Trp Val Thr Leu Ser Asp Glu Gin Thr Me Leu Pro Leu Val Asp 
1160 1165 1170 
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GIu Ala Leu Gin His Thr Thr Thr Lys Gly lie Ala Phe Gin Lys 
1175 1180 1185 



Pro GIu lie Val Ala Lys Met Asp GIu Val Arg Gin GIu Leu His 
1190 1195 1200 



Leu GIu Pro Phe Tyr Trp Lys Leu Pro Gin Gin Phe GIu Gly Lys 
1205 1210 1215 



Lys Leu Met Ala Tyr Gly Gly Lys Leu Lys Tyr Ala lie Tyr Phe 
1220 1225 1230 



GIu Ala Arg Asp GIu Thr Gly Phe Ala Thr Tyr Lys Pro Gin Val 
1235 1240 1245 



lie Me Arg Gly Gly Thr Pro Thr His Ala Arg I le lie Thr Arg 
1250 1255 1260 



His Met Ala Ala Pro Leu lie Gly Gin Leu Thr Arg His GIu Me 
1265 1270 1275 



GIu Met Thr GIu Lys GIu Trp Lys Tyr Tyr Gly Asp Asp Pro Arg 
1280 1285 1290 



Me Ser Arg Thr Val Thr Arg GIu Asp Phe Leu Asp lie Leu Tyr 
1295 1300 1305 
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Asp lie His Tyr lie Leu Me Lys Ala Thr Tyr Gly Asn Val Val 
1310 1315 1320 



Arg Gin Ser Arg Me Ser Glu Me Ser Met Glu Val Ala Glu Pro 
1325 1330 1335 



Gly His Val Leu Ala Gly Ser Pro Pro Ala His Leu Me Glu Arg 
1340 1345 1350 



Cys Asp Cys Pro Pro Gly Tyr Ser Gly Leu Ser Cys Glu Thr Cys 
1355 1360 1365 



Ala Pro Gly Phe Tyr Arg Leu Arg Ser Glu Pro Gly Gly Arg Thr 
1370 1375 1380 



Pro Gly Pro Thr Leu Gly Thr Cys Val Pro Cys Gin Cys Asn Gly 
1385 1390 1395 



His Ser Ser Gin Cys Asp Pro Glu Thr Ser Val Cys Gin Asn Cys 
1400 1405 1410 



Gin His His Thr Ala Gly Asp Phe Cys Glu Arg Cys Ala Leu Gly 
1415 1420 1425 



Tyr Tyr Gly Me Val Arg Gly Leu Pro Asn Asp Cys Gin Pro Cys 
1430 1435 1440 
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Ala Cys Pro Leu I le Ser Pro Ser Asn Asn Phe Ser Pro Ser Cys 
1445 1450 1455 



Val Leu Glu Gly Leu Glu Asp Tyr Arg Cys Thr Ala Cys Pro Arg 
1460 1465 1470 



Gly Tyr Glu Gly Gin Tyr Cys Glu Arg Cys Ala Pro Gly Tyr Thr 
1475 1480 1485 



6ly Ser Pro Ser Ser Pro Gly Gly Ser Cys Gin Glu Cys Glu Cys 
1490 1495 1500 



Asp Pro Tyr Gly Ser Leu Pro Val Pro Cys Asp Arg Val Thr Gh 



1505 



1510 



1515 



Leu Cys Thr Cys Arg Pro Gly Ala Thr Gly Arg Lys Cys Asp Gl 



1520 



1525 



1530 



Cys Glu His Trp His Ala Arg Glu Gly Ala Glu Cys Val Phe Cys 
1535 1540 1545 



eiy Asp Glu Cys Thr Gly Leu Leu Leu Gly Asp Leu Ala Arg Leu 
1550 1555 1560 



Glu Gin Met Thr Met Asn lie Asn Leu Thr Gly Pro Leu Pro AIj 



1565 



1570 



1575 
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Pro Tyr Lys I le Leu Tyr Gly Leu Glu Asn Thr Thr Gin Glu Leu 
1580 1585 1590 



Lys His Leu Leu Ser Pro Gin Arg Ala Pro Glu Arg Leu lie Gin 
1595 1600 1605 



Leu Ala Glu Gly Asn Val Asn Thr Leu Val Met Glu Thr Asn Glu 
1610 1615 1620 



Leu Leu Thr Arg Ala Thr Lys Val Thr Ala Asp Gly Glu Gin Thr 
1625 1630 1635 



Gly Gin Asp Ala Glu Arg Thr Asn Ser Arg Ala Glu Ser Leu Glu 
1640 1645 1650 



Glu Phe I le Lys Gly Leu Val Gin Asp Ala Glu Ala I le Asn Glu 
1655 1660 1665 



Lys Ala Val Lys Leu Asn Glu Thr Leu Gly Asn Gin Asp Lys Thr 
1670 1675 1680 



Ala Glu Arg Asn Leu Glu Glu Leu Gin Lys Glu lie Asp Arg Met 
1685 1690 1695 



Leu Lys Glu Leu Arg Ser Lys Asp Leu Gin Thr Gin Lys Glu Val 
1700 1705 1710 
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Ala Glu Asp Glu Leu Val Ala Ala Glu Gly Leu Leu Lys Arg Val 
1715 1720 1725 



Asn Lys Leu Phe Gly Glu Pro Arg Ala Gin Asn Glu Asp Met Glu 
1730 1735 1740 



Lys Asp Leu Gin Gin Lys Leu Ala Glu Tyr Lys Asn Lys Leu Asp 
1745 1750 1755 



Asp Ala Trp Asp Leu Leu Arg Glu Ala Thr Asp Lys Thr Arg Asp 
1760 1765 1770 



Ala Asn Arg Leu Ser Ala Ala Asn Gin Lys Asn Met Thr lie Leu 
1775 1780 1785 



Glu Thr Lys Lys Glu Ala lie Glu Gly Ser Lys Arg Gin lie Glu 
1790 1795 1800 



Asn Thr Leu Lys Glu Gly Asn Asp Me Leu Asp Glu Ala Asn Gin 
1805 1810 1815 



Leu Leu Gly Glu lie Asn Ser Val lie Asp Tyr Val Asp Asp lie 
1820 1825 1830 



Lys Thr Lys Leu Pro Pro Met Ser Glu Glu Leu Ser Asp Lys He 
1835 1840 1845 
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Asp Asp Leu Ala 6ln Glu lie Lys Asp Arg Arg Leu Ala Glu Lys 
1850 1855 I860 



Val Phe Gin Ala Glu Ser His Ala Ala Gin Leu Asn Asp Ser Ser 
1865 1870 1875 



Ala Val Leu Asp Gly lie Leu Asp Glu Ala Lys Asn lie Ser Phe 
1880 1885 1890 



Asn Ala Thr Ala Ala Phe Arg Ala Tyr Ser Asn lie Lys Asp Tyr 
1895 1900 1905 



lie Asp Glu Ala Glu Lys Val Ala Arg Glu Ala Lys Glu Leu Ala 
1910 1915 1920 



Gin Gly Ala Thr Lys Leu Ala Thr Ser Pro Gin Gly Leu Leu Lys 
1925 1930 1935 



Glu Asp Ala Lys Gly Ser Leu Gin Lys Ser Phe Arg Me Leu Asn 
1940 1945 1950 



Glu Ala Lys Lys Leu Ala Asn Asp Val Lys Gly Asn His Asn Asp 
1955 I960 1965 



Leu Asn Asp Leu Lys Thr Arg Leu Glu Thr Ala Asp Leu Arg Asn 
1970 1975 1980 
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Ser Gly Leu Leu 6 ly Ala Leu Asn Asp Thr Met Asp Lys Leu Ser 
1985 1990 1995 



Ala Me Thr Asn Asp Thr Ala Ala Lys Leu Gin Ala Val Lys Glu 
2000 2005 2010 



Lys Ala Arg Glu Ala Asn Asp Thr Ala Lys Ala Val Leu Ala Gin 
2015 2020 2025 



Val Lys Asp Leu His Gin Asn Leu Asp Gly Leu Lys Gin Asn Tyr 
2030 2035 2040 



Asn Lys Leu Ala Asp Ser Val Ala Lys Thr Asn Ala Val Val Lys 
2045 2050 2055 



Asp Pro Ser Lys Asn Lys Me Me Ala Asp Ala Gly Thr Ser Val 
2060 2065 2070 



Arg Asn Leu Glu Gin Glu Ala Asp Arg Leu Me Asp Lys Leu Lys 
2075 2080 2085 



Pro lie Lys Glu Leu Glu Asp Asn Leu Lys Lys Asn Me Ser Glu 
2090 2095 2100 



Me Lys Glu Leu I le Asn Gin Ala Arg Lys Gin Ala Asn Ser Me 
2105 2110 2115 
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Lys Val Ser Val Ser Ser 6ly Gly Asp Cys Val Arg Thr Tyr Arg 
2120 2125 2130 



Pro Glu lie Lys Lys Gly Ser Tyr Asn Asn Me Val Val His Val 
2135 2140 2145 



Lys Thr Ala Val Ala Asp Asn Leu Leu Phe Tyr Leu Gly Ser Ala 
2150 2155 2160 



Lys Phe I le Asp Phe Leu Ala Me Glu Met Arg Lys Gly Lys Val 
2165 2170 2175 



Ser Phe Leu Trp Me Val Gly Ser Gly Val Gly Arg Val Gly Phe 
2180 2185 2190 



Pro Asp Leu Thr Me Asp Asp Ser Tyr Trp Tyr Arg Me Glu Ala 
2195 2200 2205 



Ser Arg Thr Gly Arg Asn Gly Ser Me Ser Val Arg Ala Leu Asp 
2210 2215 2220 



Gly Pro Lys Ala Ser Met Val Pro Ser Thr Tyr His Ser Val Ser 
2225 2230 2235 



Pro Pro Gly Tyr Thr Me Leu Asp Val Asp Ala Asn Ala Met Leu 
2240 2245 2250 
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Phe Val Gly Qly Leu Thr Gly Lys lie Lys Lys Ala Asp Ala Val 
2255 2260 2265 



Arg Val lie Thr Phe Thr Gly Cys Met Gly Glu Thr Tyr Phe Asp 
2270 2275 2280 



Asn Lys Pro lie Gly Leu Trp Asn Phe Arg Glu Lys Giu Gly Asp 
2285 2290 2295 



Cys Lys Giy Cys Thr Val Ser Pro Gin Val Giu Asp Ser Glu Gh 



2300 



2305 



2310 



Thr He Gin Phe Asp Gly Glu Gly Tyr Ala Leu Val Ser Arg Pro 
2315 2320 2325 



lie Arg Trp Tyr Pro Asn Me Ser Thr Val Met Phe Lys Phe Arg 
2330 2335 2340 



Thr Phe Ser Ser Ser Ala Leu Leu Met Tyr Leu Ala Thr Arg Asp 
2345 2350 2355 



Leu Lys Asp Phe Met Ser Val Glu Leu Ser Asp Gly His Val Lys 
2360 2365 2370 



Val Ser Tyr Asp Leu Gly Ser Giy Met Thr Ser Val Val Ser Asn 
2375 2380 2385 
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Gin Asn His Asn Asp Gly Lys Trp Lys Ala Phe Thr Leu Ser Arg 
2390 2395 2400 



Me Gin Lys Gin Ala Asn lie Ser Me Val Asp lie Asp Ser Asn 
2405 2410 2415 



Gin Glu Glu Asn Val Ala Thr Ser Ser Ser Gly Asn Asn Phe Gly 
2420 2425 2430 



Leu Asp Leu Lys Ala Asp Asp Lys I le Tyr Phe Gly Gly Leu Pro 
2435 2440 2445 



Thr Leu Arg Asn Leu Ser Met Lys Ala Arg Pro Glu Val Asn Val 
2450 2455 2460 



Lys Lys Tyr Ser Gly Cys Leu Lys Asp Me Glu Me Ser Arg Thr 
2465 2470 2475 



Pro Tyr Asn Me Leu Ser Ser Pro Asp Tyr Val Gly Val Thr Lys 
2480 2485 2490 



Gly Cys Ser Leu Glu Asn Val Asn Thr Val Ser Phe Pro Lys Pro 
2495 2500 2505 



Gly Phe Val Glu Leu Ala Ala Val Ser Me Asp Val Gly Thr Glu 
2510 2515 2520 
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Me Asn Leu Ser Phe Ser Thr Arg Asn Glu Ser Gly Me Me Leu 
2525 2530 2535 



Leu Gly Ser Gly Gly Thr Leu Thr Pro Pro Arg Arg Lys Arg Arg 
2540 2545 2550 



Gin Thr Thr Gin Ala Tyr Tyr Ala Me Phe Leu Asn Lys Gly Arg 
2555 2560 2565 



Leu Glu Val His Leu Ser Ser Gly Thr Arg Thr Met Arg Lys Me 
2570 2575 2580 



Val Me Lys Pro Glu Pro Asn Leu Phe His Asp Gly Arg Glu His 
2585 2590 2595 



Ser Val His Val Glu Arg Thr Arg Gly Me Phe Thr Val Gin Me 
2600 2605 2610 



Asp Glu Asp Arg Arg His Me Gin Asn Leu Thr Glu Glu Gin Pro 
2615 2620 2625 



Me Glu Val Lys Lys Leu Phe Val Gly Gly Ala Pro Pro Glu Phe 
2630 2635 2640 



ein Pro Ser Pro Leu Arg Asn Me Pro Ala Phe Gin Gly Cys Val 
2645 2650 2655 
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Trp Asn Leu Va I 1 1 e Asn Ser 1 1 e Pro Met Asp Phe Ala Gin Pro 
2660 2665 2670 



I le Ala Phe Lys Asn Ala Asp I le Gly Arg Cys Thr Tyr Gin Lys 
2675 2680 2685 



Pro Arg Glu Asp Glu Ser Glu Ala Val Pro Ala Glu Val Me Val 
2690 2695 2700 



Gin Pro Gin Ser Val Pro Thr Pro Ala Phe Pro Phe Pro Val Pro 
2705 2710 2715 



Thr Met Val His Gly Pro Cys Val Ala Glu Ser Glu Pro Ala Leu 
2720 2725 2730 



Leu Thr Gly Ser Lys Gin Phe Gly Leu Ser Arg Asn Ser His II 



e 



2735 



2740 



2745 



Ala lie Val Phe Asp Asp Thr Lys Val Lys Asn Arg Leu Thr lie 
2750 2755 2760 



Glu Leu Glu Val Arg Thr Glu Ala Glu Ser Gly Leu Leu Phe Tyr 
2765 2770 2775 



Met Gly Arg lie Asn His Ala Asp Phe Gly Thr Val Gin Leu Arg 
2780 2785 2790 
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Asn Gly Phe Pro Phe Phe Ser Tyr Asp Leu Gly Ser Gly Ser Thr 
2795 2800 2805 



Arg Thr Met lie Pro Thr Lys lie Asn Asp Gly Gin Trp His Lys 
2810 2815 2820 



Me Lys lie Val Arg Val Lys Gin Glu Gly Me Leu Tyr Val Asp 
2825 2830 2835 



Asp Ala Ser Ser Gin Thr lie Ser Pro Lys Lys Ala Asp lie Leu 
2840 2845 2850 



Asp Val Gly Gly Me Leu Tyr Val Gly Gly Leu Pro Me Asn Tyr 
2855 2860 2865 



Thr Thr Arg Arg Me Gly Pro Val Thr Tyr Ser Leu Asp Gly Cys 
2870 2875 2880 



Val Arg Asn Leu His Met Glu Gin Ala Pro Val Asp Leu Asp Gin 
2885 2890 2895 



Pro Thr Ser Ser Phe His Val Gly Thr Cys Phe Ala Asn Ala Glu 
2900 2905 2910 



Ser Gly Thr Tyr Phe Asp Gly Thr Gly Phe Gly Lys Ala Val Gly 
2915 2920 2925 
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Gly Phe I le Val 6ly Leu Asp Leu Leu Val Glu Phe Glu Phe Arg 
2930 2935 2940 



Thr Thr Arg Pro Thr Gly Val Leu Leu Gly lie Ser Ser Gin Lys 



2945 



2950 



2955 



Met Asp Gly Met Gly Me Glu Met lie Asp Glu Lys Leu Met Phe 
2960 2965 2970 



His Val Asp Asn Gly Ala Gly Arg Phe Thr Ala lie Tyr Asp Ala 
2975 2980 2985 



Glu lie Pro Gly His Met Cys Asn Gly Gin Trp Tyr Lys Val Thr 
2990 2995 3000 



Ala Lys Lys lie Lys Asn Arg Leu Glu Leu Val Val Asp Gly Asn 
3005 3010 3015 



Gin Val Asp Ala Gin Ser Pro Asn Ser Ala Ser Thr Ser Ala Asp 
3020 3025 3030 



Thr Asn Asp Pro Val Phe Val Gly Gly Phe Pro Gly Gly Leu Asn 
3035 3040 3045 



Gin Phe Gly Leu Thr Thr Asn Me Arg Phe Arg Gly Cys Me Arg 
3050 3055 3060 
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Ser Leu Lys Leu Thr Lys Gly Thr Ala Asn Arg Trp Arg Leu Me 
3065 3070 3075 



Leu Pro Arg Pro Trp Asn 
3080 



<210> 7 

<211> 5583 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (42).. (5441) 

<223> laminin, beta 2 



<400> 7 

ccacgcgtcc gggacacoag cccagtaccc acacggtcgg g atg gag tgg goo tea 56 

Met Glu Trp Ala Ser 
1 5 

gga gaa oca ggg agg ggc agg cag gga cag cot ttg oca tgg gaa ctt 104 
Gly Glu Pro Gly Arg Gly Arg Gin Gly Gin Pro Leu Pro Trp Glu Leu 
10 15 20 

ego ttg ggc eta ctt eta agt gtg etg get gee aca ttg gee cag gee 152 
Arg Leu Gly Leu Leu Leu Ser Val Leu Ala Ala Thr Leu Ala Gin Ala 
25 30 35 



ccg tee ttg gat gta cot ggc tgt tet cga gga age tgo tat eca gee 
Pro Ser Leu Asp Val Pro Gly Cys Ser Arg Gly Ser Cys Tyr Pro Ala 
40 45 50 



200 



64/214 



wo 2005/021744 



PCT/JP2004/009404 



aco ggt gac ctg ttg gtg ggc cgt gcg gac aga ctg acg gcc tea tec 248 
Thr Gly Asp Leu Leu Val Gly Arg Ala Asp Arg Leu Thr Ala Ser Ser 
55 60 65 

acg tgt ggc ttg cat age cct caa ccc tac tgt att gtc agt cac ctg 296 
Thr Cys Gly Leu His Ser Pro Gin Pro Tyr Cys lie Val Ser His Leu 
70 75 80 85 

cag gac gaa aag aag tgt ttc ctg tgt gac tec ega cgt cec ttc tct 344 
Gin Asp Glu Lys Lys Cys Phe Leu Cys Asp Ser Arg Arg Pro Phe Ser 
90 95 100 

get ega gac aac coa aat agt cat egg ate cag aat gta gte ace age 392 
Ala Arg Asp Asn Pro Asn Ser His Arg Me Gin Asn Val Val Thr Ser 
105 110 115 

ttt gcg eca caa cge egg acg gee tgg tgg caa teg gag aac ggg gtt 440 
Phe Ala Pro Gin Arg Arg Thr Ala Trp Trp Gin Ser Glu Asn Gly Val 
120 125 130 

cea atg gtc acc ate caa ctg gac ctg gaa get gag ttt cat ttc ace 488 
Pro Met Val Thr lie Gin Leu Asp Leu Glu Ala Glu Phe His Phe Thr 
135 140 145 

cac etc att atg acg ttc aag acg ttc egg cct get get atg ctg gtg 536 
His Leu Me Met Thr Phe Lys Thr Phe Arg Pro Ala Ala Met Leu Val 
150 155 160 165 

gag cgt tct gca gac ttt ggc cge ace tgg cac gtg tac ega tat ttt 584 
Glu Arg Ser Ala Asp Phe Gly Arg Thr Trp His Val Tyr Arg Tyr Phe 
170 175 180 

tec tat gac tgc ggg get gac ttc ccg gga ate cea ctg gcc ccg cea 632 
Ser Tyr Asp Cys Gly Ala Asp Phe Pro Gly I le Pro Leu Ala Pro Pro 
185 190 195 
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cgt cgc tgg gat gat gta gtg tgt gag tec cgc tac tea gaa ate gag 680 
Arg Arg Trp Asp Asp Val Val Cys Glu Ser Arg Tyr Ser 6lu Me Glu 
200 205 210 

cog tot acg gaa ggc gag gtc ate tat cgt gtg ctg gac cot get att 728 
Pro Ser Thr Glu Gly Glu Val lie Tyr Arg Val Leu Asp Pro Ala Me 
215 220 225 

cct ate eea gac ceo tac age tea egg att eag aac ctg ttg aag ate 776 
Pro Me Pro Asp Pro Tyr Ser Ser Arg Me Gin Asn Leu Leu Lys Me 
230 235 240 245 

ace aae eta cga gtg aac tta ace egg ett cac aca ctg gga gac aac 824 
Thr Asn Leu Arg Val Asn Leu Thr Arg Leu His Thr Leu Gly Asp Asn 
250 255 260 

ttg ett gac eea egg agg gag ate egg gaa aaa tac tat tat get etc 872 
Leu Leu Asp Pro Arg Arg Glu Me Arg Glu Lys Tyr Tyr Tyr Ala Leu 
265 270 275 

tat gaa ett gtc ate cgt ggc aae tgc tte tge tat ggc cac gee tea 920 
Tyr Glu Leu Val Me Arg Gly Asn Cys Phe Cys Tyr Gly His Ala Ser 
280 285 290 

eag tgt geg cct gea eea ggg gcg ecg gee cat get gag ggc atg gta 968 
Gin Cys Ala Pro Ala Pro Gly Ala Pro Ala His Ala Glu Gly Met Val 
295 300 305 

cac gga gee tgt ate tgc aag cac aat act cgt gga etc aae tgt gag 1016 
His Gly Ala Cys Me Cys Lys His Asn Thr Arg Gly Leu Asn Cys Glu 
310 315 320 325 

eag tgt eag gat tte tat eag gac ett cec tgg cac cct gea gag gac 1064 
Gin Cys Gin Asp Phe Tyr Gin Asp Leu Pro Trp His Pro Ala Glu Asp 
330 335 340 
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ggc cat act cac gcc tgt egg aag tgt gag tgc aac ggg cat act cat 1112 
61y His Thr His Ala Cys Arg Lys Cys Glu Cys Asn Gly His Thr His 
345 350 355 

age tgc cac ttt gac atg get gtc tac etg gca tct gga aat gta agt 1160 
Ser Cys His Plie Asp Met Ala Val Tyr Leu Ala Ser Gly Asn Val Ser 
360 365 370 

gga ggc gta tgc gat ggg tgt cag cac aac aca get ggg ege cat tgt 1208 
Gly Gly Val Cys Asp Gly Cys Gin His Asn Thr Ala Gly Arg His Cys 
375 380 385 

gag ttc tgc egg ccc ttc ttc tac cgt gac ccc ace aag gac atg egg 1256 
Glu Phe Cys Arg Pro Phe Phe Tyr Arg Asp Pro Thr Lys Asp Met Arg 
390 395 400 405 

gac cea get gtg tgc cgt cct tgt gac tgt gac ect atg ggt tct caa 1304 
Asp Pro Ala Val Cys Arg Pro Cys Asp Cys Asp Pro Met Gly Ser Gin 
410 415 420 

gat ggt ggt ege tgt gat tct eat gat gac cct gtg eta gga etg gtc 1352 
Asp Gly Gly Arg Cys Asp Ser His Asp Asp Pro Val Leu Gly Leu Val 
425 430 435 

tea ggc cag tgt ege tgc aaa gaa cac gtg gtt ggc act ege tgc cag 1400 
Ser Gly Gin Cys Arg Cys Lys Glu His Val Val Gly Thr Arg Cys Gin 
440 . 445 450 

caa tgc cgt gat ggc ttc ttt gga ctt agt gcc agt gac cct cga ggg 1448 
Gin Cys Arg Asp Gly Phe Phe Gly Leu Ser Ala Ser Asp Pro Arg Gly 
455 460 465 

tgc cag cgt tgc cag tgt aat tea egg ggc aca gtg cct ggg age tec 1496 
Cys Gin Arg Cys Gin Cys Asn Ser Arg Gly Thr Val Pro Gly Ser Ser 
470 475 480 485 
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cot tgt gac tec agt agt gga acc tgt ttc tgc aag cgt ctg gtg acc 1544 
Pro Cys Asp Ser Ser Ser Gly Thr Cys Phe Cys Lys Arg Leu Val Thr 
490 495 500 

gga cat ggc tgt gac ego tgt ctg cot ggc cac tgg gge ctg age cat 1592 
Gly His Gly Cys Asp Arg Cys Leu Pro Gly His Trp Gly Leu Ser His 
505 510 515 

gac ctg ctg ggc tgc cgt ccc tgt gac tgt gat gtg ggc ggt gee ttg 1640 
Asp Leu Leu Gly Cys Arg Pro Cys Asp Cys Asp Val Gly Gly Ala Leu 
520 525 530 

gat cct cag tgt gat gag gcc acc ggt cag tgc cgc tgc cgc caa cac 1688 
Asp Pro Gin Cys Asp Glu Ala Thr Gly Gin Cys Arg Cys Arg Gin His 
535 540 545 

atg att ggg egg cgc tgc gaa caa gtg cag cct ggc tac ttc egg cct 1736 
Met lie Gly Arg Arg Cys Glu Gin Val Gin Pro Gly Tyr Phe Arg Pro 
550 555 560 565 

ttt ctg gac cat tta ace tgg gag get gag get gee caa ggg cag ggg 1784 
Phe Leu Asp His Leu Thr Trp Glu Ala Glu Ala Ala Gin Gly Gin Gly 
570 575 580 

ctt gag gtg gta gag egg ctg gtg acc aac ega gag act ecg tee tgg 1832 
Leu Glu Val Val Glu Arg Leu Val Thr Asn Arg Glu Thr Pro Ser Trp 
585. 590 595 

act ggc cca ggc ttt gtg egg ctg ega gaa ggt cag gaa gtg gag ttc 1880 
Thr Gly Pro Gly Phe Val Arg Leu Arg Glu Gly Gin Glu Val Glu Phe 
600 605 610 

ctg gtg acc tet ttg cct agg gee atg gac tat gac ctg eta ctg cgc 1928 
Leu Val Thr Ser Leu Pro Arg Ala Met Asp Tyr Asp Leu Leu Leu Arg 
615 620 625 
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tgg gag ccc cag gtc cct gag caa tgg gca gag ctg gaa ctg atg gtg 1976 
Trp Glu Pro Gin Val Pro Glu Gin Trp Ala Glu Leu Glu Leu Met Val 
630 635 640 645 

cag cgt cog ggg cct gtg tct get cac agt ccg tgc ggg cat gtg ctg 2024 
Gin Arg Pro Gly Pro Val Ser Ala His Ser Pro Cys Gly His Val Leu 
650 655 660 

cct aag gat gac cgc att cag ggg atg ctt cac cca aac acc agg ttt 2072 
Pro Lys Asp Asp Arg lie Gin Gly Met Leu His Pro Asn Thr Arg Phe 
665 670 675 

ttg gtg ttt ccc aga cct gtc tgc ctt gag cct ggc ate tec tac aag 2120 
Leu Val Phe Pro Arg Pro Val Cys Leu Glu Pro Gly lie Ser Tyr Lys 
680 685 690 

ctg aag ctg aaa ctg ate gga aca ggg gga ega gee cag cct gaa ace 2168 
Leu Lys Leu Lys Leu lie Gly Thr Gly Gly Arg Ala Gin Pro Glu Thr 
695 700 705 

tec tac tct gga tta etc att gac teg ctg gtc ctg cag ccc cac gtc 2216 
Ser Tyr Ser Gly Leu Leu I le Asp Ser Leu Val Leu Gin Pro His Val 
710 715 720 725 

ttg gtg eta gag atg ttt agt ggg ggc gat get get get ctg gag cgc 2264 
Leu Val Leu Glu Met Phe Ser Gly Gly Asp Ala Ala Ala Leu Glu Arg 
. 730 735 740 

cgt acc acc ttt gaa cgc tac cgc tgc cat gag gaa ggt ctg atg ccc 2312 
Arg Thr Thr Phe Glu Arg Tyr Arg Cys His Glu Glu Gly Leu Met Pro 
745 750 755 

age aag gee cct eta tct gag acc tgt gee ccc etc etc ate age gtg 2360 
Ser Lys Ala Pro Leu Ser Glu Thr Cys Ala Pro Leu Leu I le Ser Val 
760 765 770 
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tec gcc ttg ate tac aat ggc gcc ttg cca tgt cag tgt gac cct caa 2408 
Ser Ala Leu lie Tyr Asn Gly Ala Leu Pro Cys Gin Cys Asp Pro Gin 
775 780 785 

ggc tea ctg agt tot gaa tge agt cct cae ggt ggc eag tgc egg tge 2456 
Gly Ser Leu Ser Ser Glu Cys Ser Pro His Gly Gly Gin Cys Arg Cys 
790 795 800 805 

aaa cct gga gtg gtt gga cgc cgt tgt gat gte tgt get act ggc tac 2504 
Lys Pro Gly Val Val Gly Arg Arg Cys Asp Val Cys Ala Thr Gly Tyr 
810 815 820 

tat ggc ttt ggc cct gca ggc tgt caa gcc tgc cag tgt agt cct gat 2552 
Tyr Gly Phe Gly Pro Ala Gly Cys Gin Ala Cys Gin Cys Ser Pro Asp 
825 830 835 

gga gca etc agt gcc etc tgt gaa ggg act agt gga cag tgc ccc tgc 2600 
Gly Ala Leu Ser Ala Leu Cys Glu Gly Thr Ser Gly Gin Cys Pro Cys 
840 845 850 

cga cct ggt gcc ttt ggt ctt cgc tgt gac cae tgt caa cgt ggc cag 2648 
Arg Pro Gly Ala Phe Gly Leu Arg Cys Asp His Cys Gin Arg Gly Gin 
855 860 865 

tgg gga ttc cct aat tgc egg ccg tgt gte tgc aat ggg cgt gcg gat 2696 
Trp Gly Phe Pro Asn Cys Arg Pro Cys Val Cys Asn Gly Arg Ala Asp 
870 875 880 885 

gag tgt gat acc cac aca ggc get tgc ctg ggc tgc cgt gat tac aeg 2744 
Glu Cys Asp Thr His Thr Gly Ala Cys Leu Gly Cys Arg Asp Tyr Thr 
890 895 900 

ggg ggc gag cac tgt gaa agg tgc att get ggt ttt cat ggg gac cca 2792 
Gly Gly Glu His Cys Glu Arg Cys Me Ala Gly Phe His Gly Asp Pro 
905 910 915 
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egg ctg cca tat ggg ggc cag tgc egg cct tgt ccc tgc cot gaa ggc 2840 
Arg Leu Pro Tyr Qly 6ly 6ln Cys Arg Pro Cys Pro Cys Pro Giu 6ly 
920 925 930 

cct ggg ago cag cga oac ttt get act tot tgc cac egg gat gga tat 2888 
Pro Gly Ser Gin Arg His Phe Ala Thr Ser Cys His Arg Asp Gly Tyr 
935 940 945 

toe cag caa att gtg tgc cag tgt cga gaa ggc tac aca ggg ett egg 2936 
Ser Gin Gin lie Val Cys Gin Cys Arg Glu Gly Tyr Thr Gly Leu Arg 
950 955 960 965 

tgt gaa get tgt gee cee ggg eae ttt ggg gae cca tea aag cca ggt 2984 
Cys Glu Ala Cys Ala Pro Gly His Phe Gly Asp Pro Ser Lys Pro Gly 
970 975 980 

ggc agg tgc caa ctg tgt gag tgc agt gga aae att gat ece atg gac 3032 
Gly Arg Cys Gin Leu Cys Glu Cys Ser Gly Asn I le Asp Pro Met Asp 
985 990 995 

cct gat gee tgt gat ccc cac acg ggg caa tgc ttg egt tgt tta 3077 
Pro Asp Ala Cys Asp Pro His Thr Gly Gin Cys Leu Arg Cys Leu 
1000 1005 1010 

eae aae aca gag ggg ccc cac tgt ggc tat tgc aag cct ggc ttc 3122 
His Asn Thr Glu Gly Pro His Cys Gly Tyr Cys Lys Pro Gly Phe 
1015 1020 1025 

cat ggg caa get gee ega cag age tgt cac cgc tgt ace tgc aae 3167 
His Gly Gin Ala Ala Arg Gin Ser Cys His Arg Cys Thr Cys Asn 
1030 1035 1040 

ctt ctg ggc aca gat ccc agg egg tgc cea tet aee gac ctg tgc 3212 
Leu Leu Gly Thr Asp Pro Arg Arg Cys Pro Ser Thr Asp Leu Cys 
1045 1050 1055 
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cat tgt gac cca age act ggg cag tgc cca tgc ctt occ cat gtc 3257 
His Cys Asp Pro Ser Thr Gly Gin Cys Pro Cys Leu Pro His Val 
1060 1065 1070 

caa ggo etc aac tgt gac cat tgt gcc ccc aac ttt tgg aac tte 3302 
Gin Gly Leu Asn Cys Asp His Cys Ala Pro Asn Phe Trp Asn Phe 
1075 1080 1085 

acc agt ggo cgt ggc tgc cag cct tgt get tgt cac cca age egg 3347 
Thr Ser Gly Arg Gly Cys Gin Pro Cys Ala Cys His Pro Ser Arg 
1090 1095 1100 

gcc aga ggc cct acc tgc aat gag ttc aca ggg cag tgt cac tgt 3392 
Ala Arg Gly Pro Thr Cys Asn Glu Phe Thr Gly Gin Cys His Cys 
1105 1110 1115 

cat get ggc ttt ggt ggg agg act tgt tet gag tgc caa gag etc 3437 
His Ala Gly Phe Gly Gly Arg Thr Cys Ser Glu Cys Gin Glu Leu 
1120 1125 1130 

tac tgg gga gac cot ggt etg cag tgc cgt gee tgt gac tgt gat 3482 
Tyr Trp Gly Asp Pro Gly Leu Gin Cys Arg Ala Cys Asp Cys Asp 
1135 1140 1145 

cct aga gga ata gac aaa cct cag tgt eat cgt tee aca ggc cac 3527 
Pro Arg Gly lie Asp Lys Pro Gin Cys His Arg Ser Thr Gly His 
1150 1155 1160 

tgt age tgc cgc cca ggc gtg tct ggt gtg cgc tgt gac cag tgt 3572 
Cys Ser Cys Arg Pro Gly Val Ser Gly Val Arg Cys Asp Gin Cys 
1165 1170 1175 

get cgt ggc tte tea ggg gtt ttt cct get tgt cac ccc tgc cac 3617 
Ala Arg Gly Phe Ser Gly Val Phe Pro Ala Cys His Pro Cys His 
1180 1185 1190 
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get tgc ttt gga gac tgg gat cgt gtg gta cag gac ctg get get 3662 
Ala Cys Phe 6ly Asp Trp Asp Arg Val Val Gin Asp Leu Ala Ala 
1195 1200 1205 

egg aeg egg cgc ctg gag cag tgg got eag gag ttg cag caa aca 3707 
Arg Thr Arg Arg Leu Glu Gin Trp Ala Gin Glu Leu Gin Gin Thr 
1210 1215 1220 

gga gtg ctg ggt gee ttt gag age age ttt ttg aac atg cag ggg 3752 
Gly Val Leu Gly Ala Phe Glu Ser Ser Phe Leu Asn Met Gin Gly 
1225 1230 1235 

aag eta ggc atg gtg cag gee att atg agt gee cgc aat gee tea 3797 
Lys Leu Gly Met Val Gin Ala Me Met Ser Ala Arg Asn Ala Ser 
1240 1245 1250 

gee gee tct aeg gcg aag ctt gta gag gee aca gag gga eta cgt 3842 
Ala Ala Ser Thr Ala Lys Leu Val Glu Ala Thr Glu Gly Leu Arg 
1255 1260 1265 

cat gaa ate ggg aag acc ace gag cgc ctg act cag tta gaa gea 3887 
His Glu lie Gly Lys Thr Thr Glu Arg Leu Thr Gin Leu Glu Ala 
1270 1275 1280 

gag eta aca get gtg cag gat gag aac ttc aat gee aac eat gea 3932 
Glu Leu Thr Ala Val Gin Asp Glu Asn Phe Asn Ala Asn His Ala 
1285 1290 1295 

etc agt ggt ctg gag aga gac ggg ctt gcg ctt aat etc acc ctg 3977 
Leu Ser Gly Leu Glu Arg Asp Gly Leu Ala Leu Asn Leu Thr Leu 
1300 1305 1310 

agg cag ctg gat eag eat ctg gag ate etc aaa eat tea aat ttc 4022 
Arg Gin Leu Asp Gin His Leu Glu lie Leu Lys His Ser Asn Phe 
1315 1320 1325 
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tta ggt gcc tat gac age ate cga cat gcc cac age cag tec aca 4067 
Leu 6ly Ala Tyr Asp Ser lie Arg His Ala His Ser Gin Ser Thr 
1330 1335 1340 

gag gea gag cgc egt gee aae gee tee ace ttt gea gta ccc age 4112 
Glu Ala Glu Arg Arg Ala Asn Ala Ser Thr Phe Ala Val Pro Ser 
1345 1350 1355 

cot gtg ago aae tea gea gat aco egg egt egg acg gaa gtg eta 4157 
Pro Val Ser Asn Ser Ala Asp Thr Arg Arg Arg Thr Glu Val Leu 
1360 1365 1370 

atg ggt gcc caa aaa gaa aao ttc aac cgc caa cat ttg gcc aac 4202 
Met Gly Ala Gin Lys Glu Asn Phe Asn Arg Gin His Leu Ala Asn 
1375 1380 1385 

cag cag gea ctg gga egg etc tct gea cat gcc cac ace ctg age 4247 
Gin Gin Ala Leu Gly Arg Leu Ser Ala His Ala His Thr Leu Ser 
1390 1395 1400 

ctg aeg gge ata aat gag ttg gtg tgt ggg gea oca ggg gae gea 4292 
Leu Thr Gly Me Asn Glu Leu Val Cys Gly Ala Pro Gly Asp Ala 
1405 1410 1415 

ccc tgt gee ace age cct tgt ggg ggt gcc gga tgt egg gat gaa 4337 
Pro Cys Ala Thr Ser Pro Cys Gly Gly Ala Gly Cys Arg Asp Glu 
1420 1425 1430 

gat ggg cag ccc egt tgt ggt gge etc ggt tgc agt ggg gea gea 4382 
Asp Gly Gin Pro Arg Cys Gly Gly Leu Gly Cys Ser Gly Ala Ala 
1435 1440 1445 

gee aeg gea gat eta geg ctg gge egg get egg cac aeg cag gea 4427 
Ala Thr Ala Asp Leu Ala Leu Gly Arg Ala Arg His Thr Gin Ala 
1450 1455 1460 
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gag ctg cag egg gca ctg gta gaa ggt ggc ggc ate cte age egg 4472 
Glu Leu Gin Arg Ala Leu Val Glu Gly Gly Gly lie Leu Ser Arg 
1465 1470 1475 

gtg tct gag act cgt egg cag gea gaa gag gea cag cag ega gea 4517 
Val Ser Glu Thr Arg Arg Gin Ala Glu Glu Ala Gin Gin Arg Ala 
1480 1485 1490 

cag gca gcc ctg gac aag get aat get tec agg ggc cag gtg gaa 4562 
Gin Ala Ala Leu Asp Lys Ala Asn Ala Ser Arg Gly Gin Val Glu 
1495 1500 1505 

cag gcc aat cag gag ctt cga gaa ctt ate cag aat gtg aaa gac 4607 
Gin Ala Asn Gin Glu Leu Arg Glu Leu lie Gin Asn Val Lys Asp 
1510 1515 1520 

ttc etc age cag gag gga gcc gat cct gac agt att gaa atg gta 4652 
Phe Leu Ser Gin Glu Gly Ala Asp Pro Asp Ser lie Glu Met Val 
1525 1S30 1535 

gcg act egg gtg eta gac ate tec ate ccg gcc tea ecc gag cag 4697 
Ala Thr Arg Val Leu Asp lie Ser Me Pre Ala Ser Pro Glu Gin 
1540 1545 1550 

ate cag cgc eta gee agt gag att gca gaa egc gtc ega age ctg 4742 
lie Gin Arg Leu Ala Ser Glu Me Ala Glu Arg Val Arg Ser Leu 
1555 1560 1565 

gcc gac gtg gac aca ate ctg gcc cat acc atg ggc gac gtg cgt 4787 
Ala Asp Val Asp Thr lie Leu Ala His Thr Met Gly Asp Val Arg 
1570 1575 1580 

egg get gaa cag eta ctg caa gat gcg eac egg gca egg age egg 4832 
Arg Ala Glu Gin Leu Leu Gin Asp Ala His Arg Ala Arg Ser Arg 
1585 1590 1595 
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gcc gag ggt gag aga cag aag gca gag aca gtc caa gcg gca ctg 4877 
Ala Glu 6ly Glu Arg Gin Lys Ala Glu Thr Val Gin Ala Ala Leu 
1600 1605 1610 

gag gag get cag agg gca caa gga get get cag ggt gee ate tgg 4922 
Glu Glu Ala Gin Arg Ala Gin Gly Ala Ala Gin Gly Ala lleTrp 
1615 1620 1625 

gga gca gtg gtt gae aca caa aac aca gag cag ace ctg cag egg .4967 , 
Gly Ala Val Val Asp Thr Gin Asn Thr Glu Gin Thr Leu Gin Arg 
1630 1635 1640 

gtc cag gag agg atg gca ggt gca gag aag tct ctg aac tct gcc 5012 
Val Gin Glu Arg Met Ala Gly Ala Glu Lys Ser Leu Asn Ser Ala 
1645 1650 1655 

ggt gag egg get egg caa tta gac gcc etc ctg gag gcc ctg aaa 5057 
Gly Glu Arg Ala Arg Gin Leu Asp Ala Leu Leu Glu Ala Leu Lys 
1660 1665 1670 

ctg aaa egg gca gga aat age ctg gca gca tct aca gcg gaa gaa 5102 
Leu Lys Arg Ala Gly Asn Ser Leu Ala Ala Ser Thr Ala Glu Glu 
1675 1680 1685 

aca gca ggc agt gcc cag age cgt gee agg gag get gag aaa caa 5147 
Thr Ala Gly Ser Ala Gin Ser Arg Ala Arg Glu Ala Glu Lys Gin 
1690 1695 1700 

eta egg gaa caa gta ggt gac caa tac caa aca gtg agg gcg ttg 5192 
Leu Arg Glu Gin Val Gly Asp Gin Tyr Gin Thr Val Arg Ala Leu 
1705 1710 1715 

gca gag egg aag get gaa ggt gtt ctg get gca caa gcc agg gca 5237 
Ala Glu Arg Lys Ala Glu Gly Val Leu Ala Ala Gin Ala Arg Ala 
1720 1725 1730 
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gaa caa ctg egg gat gag get egg gac ctg ttg cag gee get cag 5282 
Glu Gin Leu Arg Asp Glu Ala Arg Asp Leu Leu Gin Ala Ala Gin 
1735 1740 1745 

gat aag ctg eag egg eta cag gag ctg gag gge aca tat gag gag 5327 
Asp Lys Leu Gin Arg Leu Gin Glu Leu Glu Gly Thr Tyr Glu Glu 
1750 1755 1760 

aac gag cgt gca ctg gag ggc aaa gcg gee eag ctg gat ggg ctg 5372 
Asn Glu Arg Ala Leu Glu Gly Lys Ala Ala Gin Leu Asp Gly Leu 
1765 1770 1775 

gaa goc agg atg cgc agt gtg etc cag gee ate aac ttg cag gtc 5417 
Glu Ala Arg Met Arg Ser Val Leu Gin Ala Me Asn Leu Gin Val 
1780 1785 1790 

cag ate tac aac ace tgc cag tga ceactcccta gggectagcc ttgtcgecaa 5471 
Gin Me Tyr Asn Thr Oys Gin 
1795 

geaetgttct geaeacgate gtccgeaeat taaagagetc ctggctagca agagetttea 5531 
ataaacetgt gtgaacctea aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 5583 



<210> 8 

<211> 1799 

<212> PRT 

<213> Mus musculus 

<400> 8 

Met Glu Trp Ala Ser Gly Glu Pro Gly Arg Gly Arg Gin Gly Gin Pro 
15 10 15 
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Leu Pro Trp Glu Leu Arg Leu Gly Leu Leu Leu Ser Val Leu Ala Ala 
20 25 30 



Thr Leu Ala Gin Ala Pro Ser Leu Asp Val Pro Gly Cys Ser Arg Gly 
35 . 40 45 



Ser Cys Tyr Pro Ala Thr Gly Asp Leu Leu Val Gly Arg Ala Asp Arg 
50 55 60 



Leu Thr Ala Ser Ser Thr Cys Gly Leu His Ser Pro Gin Pro Tyr Cys 
65 70 75 80 



le Val Ser His Leu Gin Asp Glu Lys Lys Cys Phe Leu Cys Asp Ser 
85 90 95 



Arg Arg Pro Phe Ser Ala Arg Asp Asn Pro Asn Ser His Arg lie Gin 
100 105 110 



Asn Val Val Thr Ser Phe Ala Pro Gin Arg Arg Thr Ala Trp Trp Gin 
115 120 125 



Ser Glu Asn Gly Val Pro Met Val Thr Me Gin Leu Asp Leu Glu Ala 
130 135 140 



Glu Phe His Phe Thr His Leu lie Met Thr Phe Lys Thr Phe Arg Pro 
145 150 155 160 
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Ala Ala Met Leu Val Glu Arg Ser Ala Asp Phe 6ly Arg Thr Trp His 
165 170 175 



Val Tyr Arg Tyr Phe Ser Tyr Asp Cys Gly Ala Asp Phe Pro Gly lie 
. 180 185 190 



Pro Leu Ala Pro Pro Arg Arg Trp Asp Asp Val Val Cys Glu Ser Arg 
195 200 205 



Tyr Ser Glu lie Glu Pro Ser Thr Glu Gly Glu Val lie Tyr Arg Val 
210 215 220 



Leu Asp Pro Ala I le Pro I le Pro Asp Pro Tyr Ser Ser Arg I le Gin 
225 230 235 240 



Asn Leu Leu Lys lie Thr Asn Leu Arg Val Asn Leu Thr Arg Leu His 
245 250 255 



Thr Leu Gly Asp Asn Leu Leu Asp Pro Arg Arg Glu Me Arg Glu Lys 
260 265 270 



Tyr Tyr Tyr Ala Leu Tyr Glu Leu Val I le Arg Gly Asn Cys Phe Cys 
275 280 285 



Tyr Gly His Ala Ser Gin Cys Ala Pro Ala Pro Gly Ala Pro Ala His 
290 295 300 
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Ala Glu Gly Met Val His Gly Ala Cys lie Cys Lys His Asn Thr Arg 
305 310 315 320 



Gly Leu Asn Cys Glu Gin Cys Gin Asp Phe Tyr Gin Asp Leu Pro Trp 
325 330 335 



His Pro Ala Glu Asp Gly His Thr His Ala Cys Arg Lys Cys Glu Cys 
340 345 350 



Asn Gly His Thr His Ser Cys His Phe Asp Met Ala Val Tyr Leu Ala 
355 360 365 



Ser Gly Asn Val Ser Gly Gly Val Cys Asp Gly Cys Gin His Asn Thr 
370 375 380 



Ala Gly Arg His Cys Glu Phe Cys Arg Pro Phe Phe Tyr Arg Asp Pro 
385 390 395 400 



Thr Lys Asp Met Arg Asp Pro Ala Val Cys Arg Pro Cys Asp Cys Asp 
405 410 415 



Pro Met Gly Ser Gin Asp Gly Gly Arg Cys Asp Ser His Asp Asp Pro 
420 425 430 



Val Leu Gly Leu Val Ser Gly Gin Cys Arg Cys Lys Glu His Val Val 
435 440 445 
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Gly Thr Arg Cys Gin Gin Cys Arg Asp Gly Phe Phe Gly Leu Ser Ala 
450 455 460 



Ser Asp Pro Arg Gly Cys Gin Arg Cys Gin Cys Asn Ser Arg Gly Thr 
465 470 475 480 



Val Pro Gly Ser Ser Pro Cys Asp Ser Ser Ser Gly Thr Cys Phe Cys 
485 490 495 



Lys Arg Leu Val Thr Gly His Gly Cys Asp Arg Cys Leu Pro Gly His 
500 505 510 



Trp Gly Leu Ser His Asp Leu Leu Gly Cys Arg Pro Cys Asp Cys Asp 
515 520 525 



Val Gly Gly Ala Leu Asp Pro Gin Cys Asp Glu Ala Thr Gly Gin Cys 
530 535 540 



Arg Cys Arg Gin His Met lie Gly Arg Arg Cys Glu Gin Val Gin Pro 
545 550 555 560 



Gly Tyr Phe Arg Pro Phe Leu Asp His Leu Thr Trp Glu Ala Glu Ala 
565 570 575 



Ala Gin Gly Gin Gly Leu Glu Val Val Glu Arg Leu Val Thr Asn Arg 
580 585 590 
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Glu Thr Pro Ser Trp Thr Gly Pro Gly Phe Val Arg Leu Arg Glu Gly 
595 600 605 



Gin Glu Val Glu Phe Leu Val Thr Ser Leu Pro Arg Ala Met Asp Tyr 
610 615 620 



Asp Leu Leu Leu Arg Trp Glu Pro Gin Val Pro Glu Gin Trp Ala Glu 
625 630 635 640 



Leu Glu Leu Met Val Gin Arg Pro Gly Pro Val Ser Ala His Ser Pro 
645 650 655 



Oys Gly His Val Leu Pro Lys Asp Asp Arg lie Gin Gly Met Leu His 
660 665 670 



Pro Asn Thr Arg Phe Leu Val Phe Pro Arg Pro Val Cys Leu Glu Pro 
675 680 685 



Gly lie Ser Tyr Lys Leu Lys Leu Lys Leu Me Gly Thr Gly Gly Arg 
690 695 700 



Ala Gin Pro Glu Thr Ser Tyr Ser Gly Leu Leu i le Asp Ser Leu Val 
705 710 715 720 



Leu Gin Pro His Val Leu Val Leu Glu Met Phe Ser Gly Gly Asp Ala 
725 730 735 
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Ala Ala Leu Glu Arg Arg Thr Thr Phe Glu Arg Tyr Arg Cys His Glu 
740 745 750 



Glu Gly Leu Met Pro Ser Lys Ala Pro Leu Ser Glu Thr Cys Ala Pro 
755 760 765 



Leu Leu Me Ser Val Ser Ala Leu Me Tyr Asn Gly Ala Leu Pro Cys 
770 775 780 



Gin Cys Asp Pro Gin Gly Ser Leu Ser Ser Glu Cys Ser Pro His Gly 
785 790 



795 



800 



Gly Gin Cys Arg Cys Lys Pro Gly Val Val Gly Arg Arg Cys Asp Val 
805 810 815 



Cys Ala Thr Gly Tyr Tyr Gly Phe Gly Pro Ala Gly Cys Gin Ala Cys 
820 825 830 



Gin Cys Ser Pro Asp Gly Ala Leu Ser Ala Leu Cys Glu Gly Thr Ser 
835 840 845 



Gly Gin Cys Pro Cys Arg Pro Gly Ala Phe Gly Leu Arg Cys Asp H 
850 855 860 



IS 



Cys Gin Arg Gly Gin Trp Gly Phe Pro Asn Cys Arg Pro Cys Val Cys 

870 875 880 
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Asn Qly Arg Ala Asp Giu Cys Asp Thr His Thr Gly Ala Cys Leu Gly 
885 890 895 



Cys Arg Asp Tyr Thr Gly Gly Glu His Cys Glu Arg Cys Me Ala Gly 
. 900 905 910 



Phe His Gly Asp Pro Arg Leu Pro Tyr Gly Gly Gin Cys Arg Pro Cys 
915 920 925 



Pro Cys Pro Glu Gly Pro Gly Ser Gin Arg His Phe Ala Thr Ser Cys 
930 935 940 



His Arg Asp Gly Tyr Ser Gin Gin Me Val Cys Gin Cys Arg Glu Gly 
945 950 955 960 



Tyr Thr Gly Leu Arg Cys Glu Ala Cys Ala Pro Gly His Phe Gly Asp 
965 970 975 



Pro Ser Lys Pro Gly Gly Arg Cys Gin Leu Cys Glu Cys Ser Gly Asn 
980 985 990 



Me Asp Pro Met Asp Pro Asp Ala Cys Asp Pro His Thr Gly Gin Cys 
995 1000 1005 



Leu Arg Cys Leu His Asn Thr Glu Gly Pro His Cys Gly Tyr Cys 
1010 1015 1020 
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LysPro Gly Phe His Gly Gin Ala Ala Arg Gin Ser Cys His Arg 
1025 1030 



1035 



Cys Thr Cys Asn Leu Leu Gly Thr Asp Pro Arg Arg Cys Pro Ser 
1040 1045 1050 



Thr Asp Leu Cys His Cys Asp Pro Ser Thr Gly Gin Cys Pro Cys 
1055 1060 . 1065 



Leu Pro His Val Gin Gly Leu Asn Cys Asp His Cys Ala Pro Asn 
1070 1075 1080 



Phe Trp Asn Phe Thr Ser Gly Arg Gly Cys Gin Pro Cys Ala Cys 
1085 1090 1095 



His Pro Ser Arg Ala Arg Gly Pro Thr Cys Asn Glu Phe Thr Gl 



1100 



1105 



1110 



Gin Cys His Cys His Ala Gly Phe Gly Gly Arg Thr Cys Ser Glu 
1115 1120 1125 



Cys Gin Glu Leu Tyr Trp Gly Asp Pro Gly Leu Gin Cys Arg Ala 
1130 1135 1140 



Cys Asp Cys Asp Pro Arg Gly I le Asp Lys Pro Gin Cys His Arg 
1145 1150 1155 
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Ser Thr Gly His Cys Ser Cys Arg Pro Gly Val Ser Gly Val Arg 
1160 1165 1170 



Cys Asp Gin Cys Ala Arg Gly Phe Ser Gly Val Phe Pro Ala Cys 
1175 . 1180 1185 



His Pro Cys His Ala Cys Phe Gly Asp Trp Asp Arg Val Val Gin 
1190 1195 1200 



Asp Leu Ala Ala Arg Thr Arg Arg Leu Glu Gin Trp Ala Gin Glu 
1205 1210 1215 



Leu Gin Gin Thr Gly Val Leu Gly Ala Phe Glu Ser Ser Phe Leu 
1220 1225 1230 



Asn Met Gin Gly Lys Leu Gly Met Val Gin Ala Me Met Ser Ala 
1235 1240 1245 



Arg Asn Ala Ser Ala Ala Ser Thr Ala Lys Leu Val Glu Ala Thr 
1250 1255 1260 



Glu Gly Leu Arg His Glu lie Gly Lys Thr Thr Glu Arg Leu Thr 
1265 1270 1275 



Gin Leu Glu Ala Glu Leu Thr Ala Val Gin Asp Glu Asn Phe Asn 
1280 1285 1290 
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Ala Asn His Ala Leu Ser Gly Leu Glu Arg Asp Gly Leu Ala Leu 
1295 1300 1305 



Asn Leu Thr Leu Arg Gin Leu Asp Gin His Leu Glu lie Leu Lys 
1310 . 1315 1320 



His Ser Asn Phe Leu Gly Ala Tyr Asp Ser lie Arg His Ala His 
1325 1330 1335 



Ser Gin Ser Thr Glu Ala Glu Arg Arg Ala Asn Ala Ser Thr Phe 
1340 1345 1350 



Ala Val Pro Ser Pro Val Ser Asn Ser Ala Asp Thr Arg Arg Arg 
1355 1360 1365 



Thr Glu Val Leu Met Gly Ala Gin Lys Glu Asn Phe Asn Arg Gin 
1370 1375 1380 



His Leu Ala Asn Gin Gin Ala Leu Gly Arg Leu Ser Ala His Ala 
1385 1390 1395 



His Thr Leu Ser Leu Thr Gly lie Asn Glu Leu Val Cys Gly Ala 
1400 1405 1410 



Pro Gly Asp Ala Pro Cys Ala Thr Ser Pro Cys Gly Gly Ala Gly 
1415 1420 1425 
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Cys Arg Asp Glu Asp Gly Gin Pro Arg Cys Gly Gly Leu Gly Cys 
1430 1435 1440 



Ser Gly Ala Ala Ala Thr Ala Asp Leu Ala Leu Gly Arg Ala Arg 
1445 1450 1455 



His Thr Gin Ala Glu Leu Gin Arg Ala Leu Val Glu Gly Gly Gly 
1460 1465 1470 



Me Leu Ser Arg Val Ser Glu Thr Arg Arg Gin Aia Glu Glu Ala 
1475 1480 1485 



Gin Gin Arg Ala Gin Ala Ala Leu Asp Lys Aia Asn Ala Ser Arg 
1490 1495 1500 



Gly Gin Val Glu Gin Ala Asn Gin Glu Leu Arg Glu Leu lie Gin 
1505 1510 1515 



Asn Val Lys Asp Phe Leu Ser Gin Glu Gly Ala Asp Pro Asp Ser 



1520 



1525 



1530 



lie Glu Met Vai Ala Thr Arg Val Leu Asp lie Ser lie Pro Ala 
1535 1540 1545 



Ser Pro Glu Gin lie Gin Arg Leu Aia Ser Glu lie Ala Glu Arg 
1550 1555 1560 
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Val Arg Ser Leu Ala Asp Val Asp Thr lie Leu Ala His Thr Met 
1565 1570 1575 



Gly Asp Val Arg Arg Ala Glu Gin Leu Leu Gin Asp Ala His Arg 
1580 1585 1590 



Ala Arg Ser Arg Ala Glu Gly Glu Arg Gin Lys Ala Glu Thr Val 
1595 1600 1605 



Gin Ala Ala Leu Glu Glu Ala Gin Arg Ala Gin Gly Ala Ala Gin 
1610 1615 1620 



Gly Ala lie Trp Gly Ala Val Val Asp Thr Gin Asn Thr Glu Gin 
1625 1630 1635 



Thr Leu Gin Arg Val Gin Glu Arg Met Ala Gly Ala Glu Lys Ser 
1640 1645 1650 



Leu Asn Ser Ala Gly Glu Arg Ala Arg Gin Leu Asp Ala Leu Leu 
1655 1660 1665 



Glu Ala Leu Lys Leu Lys Arg Ala Gly Asn Ser Leu Ala Ala Ser 
1670 1675 1680 



Thr Ala Glu Glu Thr Ala Gly Ser Ala Gin Ser Arg Ala Arg Glu 
1685 1690 1695 
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Ala Glu Lys Gin Leu Arg Glu Gin Val Gly Asp Gin Tyr Gin Thr 
1700 1705 1710 



Val Arg Ala Leu Ala Glu Arg Lys Ala Glu Gly Val Leu Ala Ala 
1715 1720 1725 



Gin Ala Arg Ala Glu Gin Leu Arg Asp Glu Ala Arg Asp Leu Leu 
1730 1735 1740 



Gin Ala Ala Gin Asp Lys Leu Gin Arg Leu Gin Glu Leu Glu Gly 
1745 1750 1755 



Thr Tyr Glu Glu Asn Glu Arg Ala Leu Glu Gly Lys Ala Ala Gin 
1760 1765 1770 



Leu Asp Gly Leu Glu Ala Arg Met Arg Ser Val Leu Gin Ala lie 
1775 1780 1785 



Asn Leu Gin Val Gin Me Tyr Asn Thr Cys Gin 
1790 1795 



<210> 9 

<211> 5153 

<212> DNA 

^13> Mus musculus 

<:220> 
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<221> CDS 

<222> (1)..(1476) 

<223> laminin 12 gamma 3 chain 



<400> 9 

atg get gta tec agg gtc ctg tec etc ctg gca aeg gtg gca teg atg 
Met Ala Val Ser Arg Val Leu Ser Leu Leu Ala Thr Val Ala Ser Met 
15 10 15 



gcc tec tac etc aca gae ttc eac age ccc gat gac age acc tgg tgg 
Ala Ser Tyr Leu Thr Asp Phe His Ser Pro Asp Asp Ser Thr Trp Trp 
100 105 110 



48 



gcg ctg gtg att cag gag aca cac ttc gcg gca gge gcg gac atg gge 96 
Ala Leu Val He Gin Glu Thr His Phe Ala Ala Giy Ala Asp Met Gly 
20 25 30 

tct tgc tac gac ggt gtg gga cgc gca cag cgc tgt ctg cct gag ttc 144 
Ser Cys Tyr Asp Gly Val Gly Arg Ala Gin Arg Cys Leu Pro Glu Phe 
35 40 45 

gag aac gcg gcg ttc gge cga cgc gcc gag gee tec cac aeg tgc gga 192 
Glu Asn Ala Ala Phe Gly Arg Arg Ala Glu Ala Ser His Thr Cys Gly 
50 55 60 

egg ccc ccg gag gae ttc tgt cea cac gtg ggg gca cea ggg get ggg 240 
Arg Pro Pro Glu Asp Phe Cys Pro His Val Gly Ala Pro Gly Ala Gly 

70 75 80 

eta cag tgc cag cgc tgc gac gat get gac ccc gga cga cgc cac gae 288 
Leu Gin Cys GIn.Arg Cys Asp Asp Ala Asp Pro Gly Arg Arg His Asp 
85 90 95 



336 



cag ago cea tec atg gee ttc ggg gtg cag tac ceo ace teg gtt aac 384 
Gin Ser Pro Ser Met Ala Phe Gly Val Gin Tyr Pro Thr Ser Val Asn 
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115 



120 



125 



otg acc ttg age tta ggg aag gcc tat gag att acc tat gtg agg ctg 
Leu Thr Leu Ser Leu 6ly Lys Ala Tyr Glu I le Thr Tyr Val Arg Leu 
130 135 140 



432 



aag ttc cap acc agt ego cct gag agt ttt gcc ate tae aag egc acg 480 
Lys Phe His Thr Ser Arg Pro Glu Ser Phe Ala lie Tyr Lys Arg Thr 
145 150 155 

tac gcc agt ggc ccc tgg gag ccc tac caa tac tae agt gee tec tgc 528 
Tyr Ala Ser Gly Pro Trp Glu Pro Tyr Gin Tyr Tyr Ser Ala Ser Cys 
165 170 175 

cag aaa acc tat ggc cgt cot gag ggc cac tac ctg cga ccg ggc gag 576 
Gin Lys Thr Tyr Gly Arg Pro Glu Gly His Tyr Leu Arg Pro Gly Glu 
180 185 190 



gat gag agg gtg gee ttc tgc acc tct gag ttc agt gac ate tec ccc 
Asp Glu Arg Val Ala Phe Cys Thr Ser Glu Phe Ser Asp lie Ser Pro 
195 200 205 



624 



ttg aac ggg ggc aac gtg gee ttc tee ace ctg gaa ggc cgt ccc agt 
Leu Asn Gly Gly Asn Val Ala Phe Ser Thr Leu Glu Gly Arg Pro Ser 
210 215 220 



672 



gcc tac aac ttt gag gag age cct gtg ctg cag gag tgg gtc ace age 720 
Ala Tyr Asn Phe. Glu Glu Ser Pro Val Leu Gin Glu Trp Val Thr Ser 
225 230 235 240 

act gac ate ctg ate tct eta gat egg etc aac acg ttt ggg gat gac 768 
Thr Asp lie Leu Me Ser Leu Asp Arg Leu Asn Thr Phe Gly Asp Asp 
245 250 255 



ate ttc aag gac ccc aga gtg etc cag tct tae tac tac get gtg tct 
Me Phe Lys Asp Pro Arg Val Leu Gin Ser Tyr Tyr Tyr Ala Val Ser 



816 
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260 



265 270 



gac ttc tct gtg ggt ggc agg tgo aaa tgc aat ggt cac gcc agt gaa 
Asp Phe Ser Val eiy Gly Arg Cys Lys Cys Asn 6ly His Ala Ser 6lu 
275 280 285 



acc aca gga gtg gac tgc gag cgt tgt ctg ccc ttc ttc cag gac cgt 
Thr Thr Gly Val Asp Cys Glu Arg Cys Leu Pro Phe Phe Gin Asp Arg 

310 315 320 

ccg tgg gcc cga ggc acc gcc gag gat gcc aac gag tgt ctg ccc tgc 
Pro Trp Ala Arg Gly Thr Ala Glu Asp Ala Asn Glu Cys Leu Pro Cys 
325 330 335 

aac tgc agt ggg cac tot gag gag tgc acg ttt gac agg gag etc tat 
Asn Cys Ser Gly His Ser Glu Glu Cys Thr Phe Asp Arg Glu Leu Tyr 
340 345 350 



864 



tgc gaa ccc aat gcg got ggt oag ctg get tgc ego tgt oag cac aac 912 
Cys Glu Pro Asn Ala Ala Gly Gin Leu Ala Cys Arg Cys Gin His Asn 
290 295 300 



960 



1008 



1056 



egg ago aca ggc cat ggt ggg cac tgt cag ogg tgc cgt gao cac aca 1104 
Arg Ser Thr Gly His Gly Gly His Cys Gin Arg Cys Arg Asp His Thr 
355 360 365 

act ggg cca cac tgt gag cgc tgt gag aag aac tac tac aga tgg tec 1152 
Thr Gly Pro His. Cys Glu Arg Cys Glu Lys Asn Tyr Tyr Arg Trp Ser 
370 375 380 

ccg aag aca oca tgc caa ccc tgt gac tgc cac cca gca ggc tct ctg 1200 
Pro Lys Thr Pro Cys Gin Pro Cys Asp Cys His Pro Ala Gly Ser Leu 

390 395 400 

agt etc cag tgt gac aac tea ggc gte tgt ccc tgc aag ccc aca gtg 1248 
Ser Leu Gin Cys Asp Asn Ser Gly Val Cys Pro Cys Lys Pro Thr Val 
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405 410 



415 



act ggc tgg aag tgt gac cgc tgc ctg cct gga ttc cac tea etc agt 
Thr eiy Trp Lys Cys Asp Arg Cys Leu Pro Gly Phe His Ser Leu Ser 
420 425 430 



acc tgt gac ccc cgc agt ggg aac tgt coo tgc aaa gag aat gta gaa 
Thr Cys Asp Pro Arg Ser Gly Asn Cys Pro Cys Lys Glu Asn Val Glu 
450 455 

ggc age ctg tgt gac aga tgc cgc cct ggg aca ttt aac ctg eag cec 
Gly Ser Leu Cys Asp Arg Cys Arg Pro Gly Thr Phe Asn Leu Gin Pro 

470 475 480 

cac aat cca gtg ggc tgc age age tgc ttc tgt tat ggccacteca 
His Asn Pro Val Gly Cys Ser Ser Cys Phe Cys Tyr 
485 490 



1296 



gag ggc ggc tgc aga ccc tgt gcc tgc aat gtc gcc ggc age ttg ggc 1344 
Glu Gly Gly Cys Arg Pro Cys Ala Cys Asn Val Ala Gly Ser Leu Gly 
435 440 445 



1392 



1440 



1486 



aggtgtgttc tcctgctgcc gggttccagg aacaccacat ccgctcagao ttccgccatg 1546 

gagctggtgg ctggcagatc agaagcatgg gagtgtcoaa gcgtcctctg caatggagcc 1606 

agagtgggct cctcctgggc etgcgaggag gggaggaact ctcagcecca aagaagtteo 1666 

tgggagacca gagacteagc tatggacagc cagtcatact gaccctccaa gtaccccetg 1726 

gaggcteecc acctectatt eagetgagac tggagggage aggettggct ctgtctctga 1786 

ggccctccag tctacccagc ectcaggaca ccaggcagee aagaegagtt eagetccagt 1846 

tcctcttgea ggagacttct gaggaggcag agtceccact geccacctte cacttccagc 1906 
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gcctgctttc caatctgact gctctgagca tctggaccag tggccaagga ccgggccatt 1966 

ctggccaagt gctcttgtgt gaagttcagc tcacatcggc ctggcccoag cgtgagcttg 2026 

cccctccagc ctcttgggtg gagaoctgct tatgtcccca gggatacaca ggccagttct 2086 

gtgaattctg.tgctctggga tacaagagag aaatacctca tgggggtccc tatgccaact 2146 

gcattccctg cacctgcaac cagcatggca cctgtgaccc caacacaggg atctgcotgt 2206 

gtggccacca caccgagggt ccatcctgtg agcggtgcat gccaggtttc tacggtaacg 2266 

ccttctcagg ccgtgctgat gattgccagc cctgtccgtg ccctggccaa tcagcctgtg 2326 

caaccatccc agagagtgga gatgtggtgt gcacacactg ccctcctggt oagagaggac 2386 

gacgatgcga gagctgcgaa gatggctttt ttggggatcc tctagggctc tctggagctc 2446 

GCcagCGctg ccgccgatgc cagtgcagcg ggaacgtgga tctcaatgct gtgggcaact 2506 

gtgatcctca ttctggccac tgcttgcgct gtctgtacaa cacgacaggg gcccactgcg 2566 

agcactgtcg ggagggtttc tacgggagtg ccgtggccac aaggcccgtg gacaaatgtg 2626 

ctccctgcag ctgtgacctg aggggctcag tcagtgagaa gacctgcaac cctgtgactg 2686 

gccagtgtgt ctgcctgcct tatgtctccg ggagggactg cagccgctgc agccctggct 2746 

tctatgacct ccagtctggg aggggctgcc agagctgcaa atgtcaccca cttggatcct 2806 

tggagaataa gtgccacccc aagactggcc agtgtccctg ccgacctggt gtcactggcc 2866 

aagcctgtga cagatgccag ctaggtttct ttggcttctc catcaagggc tgccgagact 2926 

gtaggtgcto cccattgggt gctgcctcat ctcagtgcca tgagaacagc acctgtgtgt 2986 
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gccggcccgg ctttgtgggc tataaatgcg accgctgcca ggacaattto ttcctcgcgg 3046 

atggcgacac aggctgccaa gagtgtccca cttgctatgc cctagtgaag gaagaggcag 3106 

ccaagctgaa ggccaggttg atgotgatgg aggggtggct tcaaaggtct gactgtggta 3166 

gcccctgggg accactagac attctgcagg gagaagcccc tctgggggat gtctaccaag 3226 

gtcaccacct acttcaagag acccggggga ccttcctgca gcagatggtg ggcctggagg 3286 

attctgtgaa ggccacttgg gagcagttgc aggtgctgag agggcatgta cactgtgccc 3346 

aggctggagc tcagaagacc tgcatccagc tggcagagct ggaggagaca ttgcagtcct 3406 

cagaggagga ggtccttcgt gcagcctcag ctctctcatt tctggcaagt cttcagaaag 3466 

gatccagcac acccaccaat tggagtcacc tggcatcaga ggcccagatc cttgccagaa 3526 

gccacaggga cacggccacc aagatcgaag ctacctcgga aagggccctg ctcgcctcca 3586 

acgccagcta tgagctcctg aagctgatgg aaggcagagt ggcctcggaa gcccagcagg 3646 

aactggagga caggtaccag gaggtgcagg cagctcagac tgccctgggc atagotgtgg 3706 

cagaggcgct gcccaaagct gaaaaggcac tggccacggt gaagcaagtc attggtgacg 3766 

cagccccaca tctaggcttg ctggtcaccc ctgaagcaat gaacttcoaa gccaggggcc 3826 

tgagctggaa agtgaaggcc ctggagcaga agctggagca gaaggagccc gaggtgggcc 3886 

agtctgtggg agccctgcag gtggaggctg gaagagcctt ggagaagatg gagcccttta 3946 

tgcagctacg caataagacc acagctgcct tcacacgggc ttcctcagct gtgcaagctg 4006 

ccaaggtgac cgtcatagga gcagagaccc tgctagctga cctagaggga atgaagctga 4066 
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ggtctcctct acccaaggag caggcagcgc tgaagaagaa agcaggcagc atcaggacca 4126 

ggctcctgga ggaoacaaag aggaagacca agcatgcaga gaggatgctg ggaaatgctg 4186 

cctctctctc ctccagcacc aagaagaaaa gcaaagaago agaactgatg tctaaggaca 4246 

atgccaagct ctccagagct ttgctgaggg aaggcaagca gggotaccgt catgccagcc 4306 

gactcgccag ccagacccag gccacactcc gtcgggcctc tcgcctgctg ctgacctcag 4366 

aagcacacaa gcaggagctg gaggaagcta aacaggtgac ctctgggctg agcactgtgg 4426 

agcgccaggt ccgagagtct cggatctcct tggagaagga caccaaggtc ctgtcagagc 4486 

tgcttgtgaa gctggggtcc ctgggtgtcc accaagcccc tgctcagacc ctgaacgaga 4546 

cccagcgggc actagaaagc ttgaggctgc agctggattc ccacggagcc ctgcatcaca 4606 

aactgaggca gctggaggaa gagtctgctc gacaggagct gcagattcag agctttgagg 4666 

acgacottgc tgagatccgc gctgacaagc acaacttgga gaccattctg agcagtctgc 4726 

cagagaactg tgccagctag accctggtac accctcccca ccctgccgtt tcctgtccac 4786 

tccctgtagg tgtcccaggt ctgcctgtcg tatgttcacg tgaatgcttg tttgctggtg 4846 

catcttcggt ctgagcagga gtgaatacat gctcacacct ccacagatga ccctgtatgt 4906 

agtcctcagt gtgtactctc taaacgtgca tcagcataca caccccagta tttgcacata 4966 

tgtgtatgtg atgcactgat gtgttaagac cacctgtgtg catgcacaca tatgagagtc 5026 

tagagctgtg gagagcagtc ctgagcttgg cacatccaca ttctggtggg ttcctgctat 5086 

gaatatcctg caggatgaca catctacacc tcctcagaat cagggccaac aggtgtactc 5146 
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gagctga 
5153 



<210> 10 

<211> 492 

<212> PRT . 

<213> Mus musculus 

<400> 10 



Met Ala Val Ser Arg Val Leu Ser Leu Leu Ala Thr Val Ala Ser Met 
^5 10 15 



Ala Leu Val lie Gin Glu Thr Hfs Phe Ala Ala Gly Ala Asp Met Gly 
20 25 30 



Ser Cys Tyr Asp Gly Val Gly Arg Ala Gin Arg Cys Leu Pro Glu Phe 
35 40 45 



Glu Asn Ala Ala Phe Gly Arg Arg Ala Glu Ala Ser His Thr Cys Gly 
50 55 60 



Arg Pro Pro Glu Asp Phe Cys Pro His Val Gly Ala Pro Gly Ala Gly 

70 75 80 



Leu Gin Cys Gin Arg Cys Asp Asp Ala Asp Pro Gly Arg Arg His Asp 
85 90 95 
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Ala Ser Tyr Leu Thr Asp Phe His Ser Pro Asp Asp Ser Thr Trp Trp 
100 105 110 



Gin Ser Pro Ser Met Ala Phe Gly Yal Gin Tyr Pro Thr Ser Val Asn 
115 120 125 



Leu Thr Leu Ser Leu Gly Lys Ala Tyr Glu lie Thr Tyr Val Arg Leu 
130 135 140 



Lys Phe His Thr Ser Arg Pro Glu Ser Phe Ala lie Tyr Lys Arg Thr 
145 150 155 160 



Tyr Ala Ser Gly Pro Trp Glu Pro Tyr Gin Tyr Tyr Ser Ala Ser Cys 
165 170 175 



Gin Lys Thr Tyr Gly Arg Pro Glu Gly His Tyr Leu Arg Pro Gly Glu 
180 185 190 



Asp Glu Arg Val Ala Phe Cys Thr Ser Glu Phe Ser Asp He Ser Pro 
195 200 205 



Leu Asn Gly Gly Asn Val Ala Phe Ser Thr Leu Glu Gly Arg Pro Ser 
210 215 220 



Ala Tyr Asn Phe Glu Glu Ser Pro Val Leu Gin Glu Trp Val Thr Ser 
225 230 235 240 
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Thr Asp lie Leu Me Ser Leu Asp Arg Leu Asn Thr Phe Gly Asp Asp 
245 250 255 



Me Phe Lys Asp Pro Arg Val Leu Gin Ser Tyr Tyr Tyr Ala Val Ser 
260 265 270 



Asp Phe Ser Val Gly Gly Arg Cys Lys Cys Asn Gly His Ala Ser Glu 
275 280 285 



Cys Glu Pro Asn Ala Ala Gly Gin Leu Ala Cys Arg Cys Gin His Asn 
290 295 300 



Thr Thr Gly Val Asp Cys Glu Arg Cys Leu Pro Phe Phe Gin Asp Arg 
305 310 315 320 



Pro Trp Ala Arg Gly Thr Ala Glu Asp Ala Asn Glu Cys Leu Pro Cys 
325 330 335 



Asn Cys Ser Gly His Ser Glu Glu Cys Thr Phe Asp Arg Glu Leu Tyr 
340 345 350 



Arg Ser Thr Gly His Gly Gly His Cys Gin Arg Cys Arg Asp His Thr 
355 360 365 



Thr Gly Pro His Cys Glu Arg Cys Glu Lys Asn Tyr Tyr Arg Trp Ser 
370 375 380 
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Pro Lys Thr Pro Cys Gin Pro Cys Asp Cys His Pro Ala Gly Ser Leu 
385 390 395 400 



Ser Leu Gin Cys Asp Asn Ser Gly Val Cys Pro Cys Lys Pro Thr Val 
405 410 415 



Thr Gly Trp Lys Cys Asp Arg Cys Leu Pro Gly Phe His Ser Leu Ser 
420 425 430 



Glu Gly Gly Cys Arg Pro Cys Ala Cys Asn Val Ala Gly Ser Leu Gly 
435 440 445 



Thr Cys Asp Pro Arg Ser Gly Asn Cys Pro Cys Lys Glu Asn Val Glu 
450 455 460 



Gly Ser Leu Cys Asp Arg Cys Arg Pro Gly Thr Phe Asn Leu Gin Pro 
465 470 475 480 



His Asn Pro Val Gly Cys Ser Ser Cys Phe Cys Tyr 
485 490 



<210> 11 

<211> 2265 

<212> PRT 

<213> Bos taurus 

<400> 11 

Gin Ala Gin Gin He Val Gin Pro Gin Ser Pro Leu Thr Vai Ser Gin 
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10 15 

Ser Lys Pro Gly Cys Tyr Asp Asn Gly Lys His Tyr Gin lle.Asn Gin 
20 25 30 

Gin Trp Glu Arg Thr Tyr Leu Gly Ser Ala Leu Val Cys Thr Cys Tyr 
35 40 45 

Gly Gly Ser Arg Gly Phe Asn Cys Glu Ser Lys Pro Glu Pro Glu Glu 
50 55 60 

Thr Cys Phe Asp Lys Tyr Thr Gly Asn Thr Tyr Arg Val Gly Asp Thr 
65 70 75 80 

Tyr Glu Arg Pro Lys Asp Ser Met lie Trp Asp Cys Thr Cys lie Gly 
85 90 95 

Ala Gly Arg Gly Arg Me Ser Cys Thr lie Ala Asn Arg Cys His Glu 
100 105 no 

Gly Gly Gin Ser Tyr Lys Me Gly Asp Thr Trp Arg Arg Pro His Glu 
115 120 125 

Thr Gly Gly Tyr Met Leu Glu Cys Val Cys Leu Gly Asn Gly Lys Gly 
130 135 140 
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eiu Trp Thr Cys Lys Pro Me Ala Glu Lys Cys Phe Asp Gin Ala Ala 
145 150 155 160 



Gly Thr Ser Tyr Val Val Gly Glu Thr Trp Glu Lys Pro Tyr Gin Gly 
165 170 175 



Trp Met Met Val Asp Cys Thr Cys Leu Gly Glu Gly Ser Gly Arg lie 
180 185 190 



Thr Cys Thr Ser Arg Asn Arg Cys Asn Asp Gin Asp Thr Arg Thr Ser 
195 200 205 



Tyr Arg lie Gly Asp Thr Trp Ser Lys Lys Asp Asn Arg Gly Asn Leu 
210 215 220 



Leu Gin Cys Me Cys Thr Gly Asn Gly Arg Gly Glu Trp Lys Cys Glu 
225 230 235 240 



Arg His Thr Ser Leu Gin Thr Thr Ser Ala Gly Ser Gly Ser Phe Thr 
245 250 255 



Asp Val Arg Thr Ala Me Tyr Gin Pro Gin Pro His Pro Gin Pro Pro 
260 265 270 



Pro Tyr Gly His Cys Val Thr Asp Ser Gly Val Val Tyr Ser Val Gly 
275 280 285 
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Met Gin Trp Leu Lys Thr Gin Gly Asn Lys Gin Met Leu Cys Thr Cys 
290 295 300 



Leu Gly Asn Gly Val Ser Cys Gin Glu Thr Ala Val Thr Gin Thr Tyr 
305 310 315 320 



Gly Gly Asn Ser Asn Gly Glu Pro Cys Val Leu Pro Phe Thr Tyr Asn 
325 330 335 



Gly Lys Thr Phe Tyr Ser Cys Thr Thr Glu Gly Arg Gin Asp Gly His 
340 345 350 



Leu Trp Cys Ser Thr Thr Ser Asn Tyr Glu Gin Asp Gin Lys Tyr Ser 
355 360 365 



Phe Cys Thr Asp His Thr Val Leu Val Gin Thr Arg Gly Gly Asn Ser 
370 375 380 



Asn Gly Ala Leu Cys His Phe Pro Phe Leu Tyr Asn Asn His Asn Tyr 
385 390 395 400 



Thr Asp Cys Thr Ser Glu Gly Arg Arg Asp Asn Met Lys Trp Cys Gly 
405 410 415 



Thr Thr Gin Asn Tyr Asp Ala Asp Gin Lys Phe Gly Phe Cys Pro Met 
420 425 430 



104/214 



wo 2005/021744 



PCT/JP2004/009404 



Ala Aia His Glu Glu I le Cys Thr Thr Asn Glu Gly Val Met Tyr Arg 
435 440 445 



lie Gly Asp Gin Trp Asp Lys Gin His Asp Met Gly His Met Met Arg 
450 455 460 



Cys Thr Cys Val Gly Asn Gly Arg Gly Glu Trp Thr Cys Val Ala Tyr 
465 470 475 480 



Ser Gin Leu Arg Asp Gin Cys lie Val Asp Gly lie Thr Tyr Asn Val 
485 490 495 



Asn Asp Thr Phe His Lys Arg His Glu Glu Gly His Met Leu Asn Cys 
500 505 510 



Thr Cys Phe Gly Gin Gly Arg Gly Arg Trp Lys Cys Asp Pro Val Asp 
515 520 525 



Gin Cys Gin Asp Ser Glu Thr Arg Thr Phe Tyr Gin I le Gly Asp Ser 
530 535 540 



Trp Glu Lys Tyr Leu Gin Gly Val Arg Tyr Gin Cys Tyr Cys Tyr Gly 
545 550 555 560 



Arg Gly lie Gly Glu Trp Ala Cys Gin Pro Leu Gin Thr Tyr Pro Asp 
565 570 575 
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Thr Ser Gly Pro Vai Gin Val lie lie Thr Glu Thr Pro Ser Gin Pro 
580 585 590 



Asn Ser His Pro Me Gin Trp Ser Ala Pro Glu Ser Ser His lie Ser 
595 600 605 



Lys Tyr lie Leu Arg Trp Lys Pro Lys Asn Ser Pro Asp Arg Trp Lys 



610 



615 



620 



Glu Ala Thr lie Pro Gly His Leu Asn Ser Tyr Thr lie Lys Gly Leu 
625 630 635 640 



Arg Pro Gly Val Val Tyr Glu Gly Gin Leu lie Ser Val Gin His Tyr 
645 650 655 



Gly Gin Arg Glu Val Thr Arg Phe Asp Phe Thr Thr Thr Ser Thr Ser 
660 665 670 



Pro Ala Val Thr Ser Asn Thr Val Thr Gly Glu Thr Thr Pro Leu Ser 
675 680 685 



Pro Val Val Ala Thr Ser Glu Ser Val Thr Glu i le Thr Ala Ser Ser 
690 695 700 



Phe Val Val Ser Trp Val Ser Ala Ser Asp Thr Val Ser Gly Phe Arg 
705 710 715 720 
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Val Glu Tyr Glu Leu Ser Glu Glu Gly Asp Glu Pro Gin Tyr Leu Asp 
725 730 735 



Leu Pro Ser Thr Ala Thr Ser Val Asn I le Pro Asp Leu Leu Pro Gly 
740 745 



Arg Lys Tyr Thr Val Asn Val Tyr Glu lie Ser Glu Glu Gly Glu Gin 
755 760 765 



Asn Leu lie Leu Ser Thr Ser Gin Thr Thr Ala Pro Asp Ala Pro Pro 
770 775 780 



Asp Pro Thr Val Asp Gin Val Asp Asp Thr Ser lie Val Val Arg Trp 
785 790 795 800 



Ser Arg Pro Arg Ala Pro lie Thr Gly Tyr Arg He Val Tyr Ser Pro 
805 810 815 



Ser Val Glu Gly Ser Ser Thr Glu Leu Asn Leu Pro Glu Thr Ala Asn 
820 825 830 



Ser Val Thr Leu Ser Asp Leu Gin Pro Gly Val Gin Tyr Asn lie Thr 
835 840 845 



Me Tyr Ala Val Glu Glu Asn Gin Glu Ser Thr Pro Val Phe lie Gin 
850 855 860 
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Gin Glu Thr Thr 6ly Val Pro Arg Ser Asp Lys Val Pro Pro Pro Arg 
865 870 875 880 



Asp Leu Gin Phe Val Glu Val Thr Asp Val Lys Me Thr Me Met Trp 
885 890 895 



Thr Pro Pro Glu Ser Pro Val Thr Gly Tyr Arg Val Asp Val I le Pro 
900 905 910 



Val Asn Leu Pro Gly Glu His Gly Gin Arg Leu Pro Val Ser Arg Asn 
915 920 . 925 



Thr Phe Ala Glu Val Thr Gly Leu Ser Pro Gly Val Thr Tyr His Phe 
930 935 940 



Lys Val Phe Ala Val Asn Gin Gly Arg Glu Ser Lys Pro Leu Thr Ala 
945 950 955 960 



Gin Gin Ala Thr Lys Leu Asp Ala Pro Thr Asn Leu Gin Phe Me Asn 
965 970 975 



Glu Thr Asp Thr Thr Val I le Val Thr Trp Thr Pro Pro Arg Ala Arg 
980 985 990 



Me Val Gly Tyr Arg Leu Thr Val Gly Leu Thr Arg Gly Gly Gin Pro 
995 1000 1005 
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Lys Gin Tyr Asn Val Gly Pro Ala Ala Ser Gin Tyr Pro Leu Arg 
1010 1015 1020 



Asn Leu Gin Pro Gly Ser Glu Tyr Ala Val Ser Leu Val Ala Val 
1025 . 1030 1035 



Lys Gly Asn Gin Gin Ser Pro Arg Val Thr Gly Val Phe Thr Thr 
1040 1045 1050 



Leu Gin Pro Leu Gly Ser lie Pro His Tyr Asn Thr Glu Val Thr 
1055 1060 1065 



Glu Thr Thr lie Val lie Thr Trp Thr Pro Ala Pro Arg lie Gly 
1070 1075 1080 



Phe Lys Leu Gly Val Arg Pro Ser Gin Gly Gly Glu Ala Pro Arg 
1085 1090 1095 



Glu Val Thr Ser Glu Ser Gly Ser lie Val Val Ser Gly Leu Thr 
1100 1105 1110 



Pro Gly Val Glu Tyr Val Tyr Thr lie Ser Val Leu Arg Asp Gly 
1115 1120 1125 



Gin Glu Arg Asp Ala Pro Me Val Lys Lys Val Val Thr Pro Leu 
1130 1135 1140 
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Ser Pro Pro Thr Asn Leu His Leu 61 u Ala Asn Pro Asp Thr Gly 
1145 1150 1155 



Val Leu Thr Val Ser Trp Glu Arg Ser Thr Thr Pro Asp lie Thr 
1160 . 1165 1170 



Gly Tyr Arg lie Thr Thr Thr Pro Thr Asn Gly Gin Gin Gly Tyr 
1175 1180 1185 



Ser Leu Glu Glu Val Val His Ala Asp Gin Ser Ser Cys Thr Phe 
1190 1195 1200 



Glu Asn Leu Ser Pro Gly Leu Glu Tyr Asn Val Ser Val Tyr Thr 
1205 1210 1215 



Val Lys Asp Asp Lys Glu Ser Val Pro lie Ser Asp Thr lie lie 
1220 1225 1230 



Pro Ala Val Pro Pro Pro Thr Asp Leu Arg Phe Thr Asn Val Gly 
1235 1240 1245 



Pro Asp Thr Met Arg Val Thr Trp Ala Pro Pro Ser Ser lie Glu 
1250 1255 1260 



Leu Thr Asn Leu Leu Val Arg Tyr Ser Pro Val Lys Asn Glu Glu 
1265 1270 1275 
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Asp Vai Ala Giu Leu Ser lie Ser Pro Ser Asp Asn Ala Val Val 
1280 1285 1290 



Leu Thr Asn Leu Leu Pro Gly Thr Glu Tyr Leu Val Ser Val Ser 
1295 1300 1305 



Ser Val Tyr Glu Gin His Glu Ser lie Pro Leu Arg Gly Arg Gin 
1310 1315 1320 



Lys Thr Ala Leu Asp Ser Pro Ser Gly lie Asp Phe Ser Asp lie 
1325 1330 1335 



Thr Ala Asn Ser Phe Thr Val His Trp lie Ala Pro Arg Ala Thr 
1340 1345 1350 



Me Thr Gly Tyr Arg lie Arg His His Pro Glu Asn Met Gly Gly 
1355 1360 1365 



Arg Pro Arg Glu Asp Arg Val Pro Pro Ser Arg Asn Ser He Thr 
1370 1375 1380 



Leu Thr Asn Leu Asn Pro Gly Thr Glu Tyr Val Val Ser He Val 
1385 1390 1395 



Ala Leu Asn Ser Lys Glu Glu Ser Leu Pro Leu Val Gly Gin Gin 
1400 1405 1410 
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Ser Thr Val Ser Asp Val Pro Arg Asp Leu Glu Val lie Ala Ala 
1415 1420 1425 



Thr Pro Thr Ser Leu Leu lie Ser Trp Asp Ala Pro Ala Val Thr 
1430 . 1435 1440 



Val Arg Tyr Tyr Arg lie Thr Tyr Gly Glu Thr Gly Gly Ser Ser 
1445 1450 1455 



Pro Val Gin Glu Phe Thr Val Pro Gly Ser Lys Ser Thr Ala Thr 
1460 1465 1470 



Me Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr lie Thr Val Tyr 
1475 1480 1485 



Ala Val Thr Gly Arg Gly Asp Ser Pro Ala Ser Ser Lys Pro Val 
1490 1495 1500 



Ser I le Asn Tyr Arg Thr Glu I le Asp Lys Pro Ser Gin Met Gin 
1505 1510 1515 



Val Thr Asp Val Gin Asp Asn Ser Me Ser Val Arg Trp Leu Pro 
1520 1525 1530 



Ser Ser Ser Pro Val Thr Gly Tyr Arg Val Thr Thr Ala Pro Lys 
1535 1540 1545 
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Asn Gly Pro Gly Pro Ser Lys Thr Lys Thr Val Gly Pro Asp Gin 
1550 1555 1560 



Thr Glu Met Thr lie Glu Gly Leu Gin Pro Thr Val Glu Tyr Val 
1565 . 1570 1575 



Val Ser Val Tyr Ala Gin Asn Gin Asn Gly Glu Ser Gin Pro Leu 
1580 1585 1590 



Val Gin Thr Ala Val Thr Thr lie Pro Ala Pro Thr Asn Leu Lys 
1595 1600 1605 



Phe Thr Gin Val Thr Pro Thr Ser Leu Thr Ala Gin Trp Thr Ala 
1610 1615 1620 



Pro Asn Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr Pro Lys 
1625 1630 1635 



Glu Lys Thr Gly Pro Met Lys Glu Me Asn Leu Ala Pro Asp Ser 
1640 1645 1650 



Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys Tyr Glu 
1655 1660 1665 



Val Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg Pro Ala 
1670 1675 1680 
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Gin Gly Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro Arg Arg 
1685 1690 1695 



Ala Arg Val Thr Asp Ala Thr Glu Thr Thr lie Thr lie Ser Trp 
1700 . 1705 1710 



Arg Thr Lys Thr Glu Thr lie Thr Gly Phe Gin Val Asp Ala II. 
1715 1720 1725 



Pro Ala Asn Gly Gin Thr Pro Me Gin Arg Thr lie Arg Pro Asp 
1730 1735 



Val Arg Ser Tyr Thr lie Thr Gly Leu Gin Pro Gly Thr Asp Tyr 
1745 1750 1755 



Lys I le His Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser Ser Pro 
1760 1765 1770 



Val Val Me Asp Ala Ser Thr Ala Me Asp Ala Pro Ser Asn Leu 
1775 1780 1785 



Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser Trp Gin 
1790 1795 1800 



Pro Pro Arg Ala Arg Me Thr Gly Tyr Me Me Lys Tyr Glu Lys 
1805 1810 1815 
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Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg Pro Gh 



1820 



1825 



1830 



Val Thr Glu Ala Thr lie Thr Gly Leu Glu Pro Gly Thr Glu Tyr 
1835 . 1840 1845 



Thr lie Gin Val lie Ala Leu Lys Asn Asn Gin Lys Ser Glu Pro 
1850 1855 I860 



Leu Me Gly Arg Lys Lys Thr Asp Glu Leu Pro Gin Leu Val Thr 
1865 1870 1875 



Leu Pro His Pro Asn Leu His Gly Pro Glu lie Leu Asp Val Pro 
1880 1885 1890 



Ser Thr Val Gin Lys Thr Pro Phe He Thr Asn Pro Gly Tyr Asp 
1895 1900 1905 



Thr Gly Asn Gly I le Gin Leu Pro Gly Thr Ser Gly Gin Gin Pro 
1910 1915 1920 



Ser Leu Gly Gin Gin Met lie Phe Glu Glu His Gly Phe Arg Arg 
1925 1930 1935 



Thr Thr Pro Pro Thr Thr Ala Thr Pro Val Arg His Arg Pro Arg 
1940 1945 1950 
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Pro Tyr Pro Pro Asn Va! Asn Glu Glu lie 6ln Me Gly His Val 
1955 I960 1965 



Pro Arg eiy Asp Vai Asp His His Leu Tyr Pro His Val Val Gly 
1970 1975 1980 



Leu Asn Pro Asn Ala Ser Thr Gly Gin Glu Ala Leu Ser Gin Thr 
1985 1990 1995 



Thr He Ser Trp Thr Pro Phe Gin Glu Ser Ser Glu Tyr Me lie 
2000 2005 2010 



Ser Oys His Pro Val Gly Me Asp Glu Glu Pro Leu Gin Phe Arg 
2015 2020 2025 



Val Pro Gly Thr Ser Ala Ser Ala Thr Leu Thr Gly Leu Thr Arg 
2030 2035 2040 



Gly Ala Thr Tyr Asn Me Me Val Glu Ala Val Lys Asp Gin Gin 
2045 2050 2055 



Arg Gin Lys Val Arg Glu Glu Val Val Thr Val Gly Asn Ser Val 
2060 2065 2070 



Asp Gin Gly Leu Ser Gin Pro Thr Asp Asp Ser Cys Phe Asp Pro 
2075 2080 2085 
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Tyr Thr Val Ser His Tyr Ala lie Gly Glu Glu Trp Glu Arg Leu 
2090 2095 2100 



Ser Asp Ser Gly Phe Lys Leu Ser Cys Gin Cys Leu Gly Phe Gly 
2105 2110 2115 



Ser Gly His Phe Arg Cys Asp Ser Ser Lys Trp Cys His Asp Asn 
2120 2125 2130 



Gly Val Asn Tyr Lys lie Gly Glu Lys Trp Asp Arg Gin Gly Glu 
2135 2140 2145 



Asn Gly Gin Met Met Ser Cys Thr Cys Leu Gly Asn Gly Lys Gly 
2150 2155 2160 



Glu Phe Lys Cys Asp Pro His Glu Ala Thr Cys Tyr Asp Asp Gly 
2165 2170 2175 



Lys Thr Tyr His Val Gly Glu Gin Trp Gin Lys Glu Tyr Leu Gly 
2180 2185 2190 



Ala lie Cys Ser Cys Thr Cys Phe Gly Gly Gin Arg Gly Trp Arg 
2195 2200 2205 



Cys Asp Asn Cys Arg Arg Pro Gly Ala Glu Pro Gly Asn Glu Gly 
2210 2215 2220 
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Ser Thr Ala His Ser Tyr Asn Gin Tyr Ser Gin Arg Tyr His Gin 
2225 2230 2235 



Arg Thr Asn Thr Asn Vai Asn Oys Pro lie Glu Cys Phe Met Pro 
2240 2245 2250 



Leu Asp Vai Gin Ala Asp Arg Glu Asp Ser Arg Glu 
2255 2260 2265 

<210> 12 

<211> 21 

<212> RNA 

<213> Artificial 

<400> 12 

AAGCAGCAGG AGUUCUUCAA G 
21 

<210> 13 

<211> 984 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF1 06007 

<309> 1999-02-08 

<313> (1)..(984) 



<220> 

<221> CDS 
<222> (1)..(984) 
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<400> 13 

atg gag cga agg aac cac act ggg aga gtg agt gaa ttt gtg ttg ctg 48 
Met Glu Arg Arg Asn His Thr Gly Arg Val Ser Glu Phe Val Leu Leu 
15 10 15 

ggt ttc oca get cot goc cca ctg egg gca eta eta ttt ttc ctt tet 96 
Gly Phe Pro Ala Pro Ala Pro Leu Arg Ala Leu Leu Phe Phe Leu Ser 
20 25 30 

ctg ttg gee tac gtg ttg gtg ctg act gaa aac ata etc ate att aca 144 
Leu Leu Ala Tyr Val Leu Val Leu Thr Glu Asn lie Leu lie Me Thr 
35 40 45 

gca att agg aac cac ccc acc etc cac aaa ccc atg tat ttt ttc ttg 192 
Ala Me Arg Asn His Pro Thr Leu His Lys Pro Met Tyr Phe Phe Leu 
50 55 60 

get aat atg tea ttc ctg gag att tgg tat gtc act gtt acg att cct 240 
Ala Asn Met Ser Phe Leu Glu Me Trp Tyr Val Thr Val Thr Me Pro 
65 70 75 80 

aag atg ctt get ggc ttc att ggt tee gag gag aat eat gga eag ctg 288 
Lys Met Leu Ala Gly Phe Me Gly Ser Glu Glu Asn His Gly Gin Leu 
85 90 95 

ate tec ttt gag gca tgc atg aca eag etc tac ttt ttc eta ggc ttg 336 
I le Ser Phe Glu. Ala Cys Met Thr Gin Leu Tyr Phe Phe Leu Gly Leu 
100 105 110 

ggt tgc aca gag tgt gtc ctt ctt get gtc atg gee tat gae cgc tat 384 
Gly Cys Thr Glu Cys Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr 
115 120 125 

gtg gee ate tgt cac cca etc cac tat cct gtc att gtc agt age egg 432 
Val Ala Me Cys His Pro Leu His Tyr Pro Val Me Val Ser Ser Arg 
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130 135 140 

Ota tgt gtg cag atg gca get gga tec tgg get gga ggt ttt ggt ate 480 
Leu Cys Val Gin Met Ala Ala Gly Ser Trp Ala Gly Gly Phe.Gly Me 
145 150 155 160 

tec atg gtt aaa gtt ttc etc att tct cgc ctg tot tac tgt ggc ecc 528 
Ser Met Val Lys Val Phe Leu lie Ser Arg Leu Ser Tyr Cys Gly Pro 
165 170 175 

aae ace ate aae eae ttt ttc tgt gat gtt. tct cea ttg etc aac ttg 576 
Asn Thr lie Asn His Phe Phe Cys Asp Val Ser Pro Leu Leu Asn Leu 
180 185 190 

tea tgc act gac atg tec aca gca gag ctt aca gae ttt ate ctg gee 624 
Ser Cys Thr Asp Met Ser Thr Ala Glu Leu Thr Asp Phe lie Leu Ala 
195 200 205 

att ttt att ctg ctg ggg cea etc tct gtc act ggg get tec tat atg 672 
lie Phe lie Leu Leu Gly Pro. Leu Ser Val Thr Gly Ala Ser Tyr Met 
210 215 220 

gee ate aca ggt gca gtg atg cgc ate ccc tea got get ggc cgc eat 720 
Ala lie Thr Gly Ala Val Met Arg I le Pro Ser Ala Ala Gly Arg His 
225 230 235 240 

aag gee ttt tea ace tgt gee tec eae etc act gtt gtg att ate ttc 768 
Lys Ala Phe Ser. Thr Cys Ala Ser His Leu Thr Val Val lie Me Phe 
245 250 255 

tat gca gee agt att ttc ate tat gee agg ect aag gca etc tea get 816 
Tyr Ala Ala Ser Me Phe Me Tyr Ala Arg Pro Lys Ala Leu Ser Ala 
260 265 270 

ttt gac acc aac aag ctg gtc tct gta etc tac get gtc att gta cea 864 
Phe Asp Thr Asn Lys Leu Val Ser Val Leu Tyr Ala Val Me Val Pro 
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275 280 285 

ttg etc aat ccc ate ate tac tgc ttg cgc aat caa gaa gtc aaa aaa 912 
Leu Leu Asn Pro He lie Tyr Cys Leu Arg Asn Gin Glu Val Lys Lys 
290 295 300 

gee eta cgt. cgc act ctg cac ctg gee caa ggc eag gac gcc aat aco 960 
Ala Leu Arg Arg Thr Leu His Leu Ala Gin Gly Gin Asp Ala Asn Thr 
305 310 315 320 

aag aaa tec age aga gat ggt tag 984 
Lys Lys Ser Ser Arg Asp Gly 
325 



<210> 14 

<211> 327 

<212> PRT 

<213> Mus museulus 

<400> 14 

Met Glu Arg Arg Asn His Thr Gly Arg Val Ser Glu Phe Val Leu Leu 
15 10 15 



Gly Phe Pro Ala Pro Ala Pro Leu Arg Ala Leu Leu Phe Phe Leu Ser 
20 . 25 30 



Leu Leu A I a Tyr Va I Leu Va I Leu Thr G I u Asn 1 1 e Leu Me He Thr 
35 40 45 

Ala He Arg Asn His Pro Thr Leu His Lys Pro Met Tyr Phe Phe Leu 
50 55 60 
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Ala Asn Met Ser Phe Leu Glu lie Trp Tyr Val Thr Val Thr lie Pro 
65 70 75 80 



Lys Met Leu Ala Gly Phe lie Gly Ser Glu Glu Asn His Gly Gin Leu 
85 90 95 



le Ser Phe Glu Ala Cys Met Thr Gin Leu Tyr Phe Phe Leu Gly Leu 
100 105 110 



Gly Cys Thr Glu Cys Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr 
115 120 125 



Val Ala lie Cys His Pro Leu His Tyr Pro Val Me Val Ser Ser Arg 
130 135 140 



Leu Cys Val Gin Met Ala Ala Gly Ser Trp Ala Gly Gly Phe Gly lie 
145 150 155 160 



Ser Met Val Lys Val Phe Leu lie Ser Arg Leu Ser Tyr Cys Gly Pro 
. 165 170 175 



Asn Thr Me Asn His Phe Phe Cys Asp Val Ser Pro Leu Leu Asn Leu 
180 185 190 



Ser Cys Thr Asp Met Ser Thr Ala Glu Leu Thr Asp Phe Me Leu Ala 
195 200 205 
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Me Phe lie Leu Leu Gly Pro Leu Ser Val Thr Gly Ala Ser Tyr Met 
210 215 220 



Ala Me Thr Gly Ala Val Met Arg Me Pro Ser Ala Ala Gly Arg His 
225 230 235 240 



Lys Ala Phe Ser Thr Cys Ala Ser His Leu Thr Val Val Me Me Phe 
245 250 255 



Tyr Ala Ala Ser I le Phe I le Tyr Ala Arg Pro Lys Ala Leu Ser Ala 
260 265 270 



Phe Asp Thr Asn Lys Leu Val Ser Val Leu Tyr Ala Val Me Val Pro 
275 280 285 



Leu Leu Asn Pro Me Me Tyr Cys Leu Arg Asn Gin Glu Val Lys Lys 
290 295 300 



Ala Leu Arg Arg Thr Leu His Leu Ala Gin Gly Gin Asp Ala Asn Thr 
305 310 315 320 



Lys Lys Ser Ser Arg Asp Gly 
325 



<210> 15 
<211> 1325 
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<212> DMA 

<213> Mus musculus 
<300> 

<308> API 21 972 

<309> 1999-04-25 

<313> (1),.(1325) 



<220> 

<221> CDS 

<222> (138).. (1112) 

<400> 15 

aacacactca aatcaaaata atattggatt ggttccatct ggtttcagaa tactcttgtg 60 

tttccttgta gaacttaagt ttgacactca taaaaacctt cagacatatt gaaagtaagg 120 

gaattgggat taaacto atg tot ctt ttt ccc caa aga aat tta gat gcc 170 

Met Ser Leu Phe Pro Gin Arg Asn Leu Asp Ala 
1 5 10 

atg aac aga tea gca gca cat gta aco gaa ttt gtt etc ttg gga ttt 218 
Met Asn Arg Ser Ala Ala His Val Thr Glu Phe Val Leu Leu Gly Phe 
15 20 25 

cct ggt tec tgg aag ata cag att ttc etc ttc gtg ttg ttt ttg gtg 266 
Pro Gly Ser Trp. Lys I le Gin I le Phe Leu Phe Val Leu Phe Leu Val 
30 35 40 

ttt tat gtc ttg aca ttg ttg gga aat gga gcc ate ate tgt gca gta 314 
Phe Tyr Val Leu Thr Leu Leu Gly Asn Gly Ala lie He Cys Ala Val 
45 50 55 

aga tgt gac tea cgt ota cat acc ccc atg tac ttc etc ctg gga aat 362 
Arg Cys Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Gly Asn 
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60 65 70 75 

ttt tec tto ctt gaa ate tgg tat gtt tec tee aet att eot aac ata 410 
Phe Ser Phe Leu Glu I le Trp Tyr Val Ser Ser Thr I le Pro Asn I le 
80 85 90 

eta gee aae. att ctg tet aag aec aag gee ate tea ttt tea ggg tgc 458 
Leu Ala Asn Me Leu Ser Lys Thr Lys Ala lie Ser Phe Ser Gly Cys 
95 100 105 

ttc ctg cag ttc tat ttc ttc ttt tea ctg ggt aca aet gaa tgt etc 506 
Phe Leu Gin Phe Tyr Phe Phe Phe Ser Leu Gly Thr Thr Glu Cys Leu 
110 115 120 

ttc ctg gca gta atg get tat gat agg tac ctg gee att tgc cgc eca 554 
Phe Leu Ala Val Met Ala Tyr Asp Arg Tyr Leu Ala I le Cys Arg Pro 
125 130 135 

tta cat tac cet act ate atg act agg agg ctg tgt tgc att ctg gta 602 
Leu His Tyr Pro Thr Me Met Thr Arg Arg Leu Cys Cys Me Leu Val 
140 145 150 155 

tec tea tgc tgg etc att gga ttt ctt ggg tac cca ate cct ate ttc 650 
Ser Ser Cys Trp Leu Me Gly Phe Leu Gly Tyr Pro Me Pro Me Phe 
160 165 170 

tec att tec cag ctt ecc ttc tgt ggt tet aat ate att gat cac ttc 698 
Ser Me Ser Gin. Leu Pre Phe Cys Gly Ser Asn Me Me Asp His Phe 
175 180 185 

etc tgt gac atg gac cca ttg atg get ttg tec tgt gee cca get cct 746 
Leu Cys Asp Met Asp Pro Leu Met Ala Leu Ser Cys Ala Pro Ala Pre 
190 195 200 

att aet gaa ttt att ttt tat gee caa agt tec ttt gtc etc ttt ttc 794 
Me Thr Glu Phe Me Phe Tyr Ala Gin Ser Ser Phe Val Leu Phe Phe 
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205 210 215 

act att gca tac att ctt egg tec tat att ttg ttg etc agg get gtt 842 
Thr Me Ala Tyr lie Leu Arg Ser Tyr lie Leu Leu Leu Arg Ala Val 
220 225 230 235 

ttt cag gtt Oct tet gca get gge ega ega aaa gee ttc tet ace tgt 890 
Phe 61 n Val Pro Ser Ala Ala 6ly Arg Arg Lys Ala Phe Ser Thr Cys 
240 245 250 

ggt tec cat tta gtt gtg gtg tea etc ttc tat ggt aca gta atg gta 938 
Gly Ser His Leu Val Val Val Ser Leu Phe Tyr Gly Thr Val Met Val 
255 260 265 

atg tat gtg agt cot aca tat gge att cca att ttg atg cag aag ate 986 
Met Tyr Val Ser Pro Thr Tyr Gly lie Pro He Leu Met Gin Lys lie 
270 275 280 

ctt aca ctt gta tac tet gta atg act cet etc ttt aat ect ctg att 1034 
Leu Thr Leu Val Tyr Ser Val Met Thr Pro Leu Phe Asn Pro Leu lie 
285 290 295 

tat age ctt cgt aac aag gac atg aaa ctt get ctg aga aat gtt ttg 1082 
Tyr Ser Leu Arg Asn Lys Asp Met Lys Leu Ala Leu Arg Asn Val Leu 
300 305 310 315 

tta gga atg aga att gtc aaa aat atg taa ttcaaagctg tttcatactc 1132 
Leu Gly Met Arg. lie Val Lys Asn Met 
320 

aeatgtteta ataaagaaaa aactggagat gaatcaatte atteagttgt etttaccett 1192 

tgttctatgt ttttgagaea ctgteteatg tggcectgge tagcetcaaa eteattctet 1252 

agecaaggat gaccttgcaa agateactta tgtatactct catatcatet gecaatagtg 1312 
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ataccttgac etc 
1325 



<210> 16 

<211> 324 

<212> PRT. 

<213> Mus musculus 



<400> 16 

Met Ser Leu Phe Pro ein Arg Asn Leu Asp Ala Met Asn Arg Ser Ala 
15 10 15 



Ala His Val Thr Glii Phe Val Leu Leu Gly Phe Pro 6ly Ser Trp Lys 
20 25 30 



He Gin lie Phe Leu Phe Val Leu Phe Leu Val Phe Tyr Val Leu Thr 
35 40 45 



Leu Leu Gly Asn Gly Ala lie lie Gys Ala Val Arg Cys Asp Ser Arg 
50 55 60 



Leu His Thr Pro Met Tyr Phe Leu Leu Gly Asn Phe Ser Phe Leu Glu 
65 70 75 80 



lie Trp Tyr Val Ser Ser Thr Me Pro Asn lie Leu Ala Asn I le Leu 
85 90 95 



Ser Lys Thr Lys Ala lie Ser Phe Ser Gly Gys Phe Leu Gin Phe Tyr 
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100 



105 



110 



Phe Phe Phe Ser Leu Gly Thr Thr Glu Cys Leu Phe Leu Ala.Val Met 
115 120 125 



Ala Tyr Asp Arg Tyr Leu Ala lie Cys Arg Pro Leu His Tyr Pro Thr 
130 135 140 



lie Met Thr Arg Arg Leu Cys Cys I le Leu Val Ser Ser Cys Trp Leu 
145 150 155 160 



Me Gly Phe Leu Gly Tyr Pro Me Pro Me Phe Ser Me Ser Gin. Leu 
165 170 175 



Pro Phe Cys Gly Ser Asn Me Me Asp His Phe Leu Cys Asp Met Asp 
180 185 190 



Pro Leu Met Ala Leu Ser Cys Ala Pro Ala Pro lie Thr Glu Phe Me 
195 200 205 



Phe Tyr Ala Gin. Ser Ser Phe Val Leu Phe Phe Thr Me Ala Tyr Me 
210 215 220 



Leu Arg Ser Tyr Me Leu Leu Leu Arg Ala Val Phe Gin Val Pro Ser 
225 230 235 240 



Ala Ala Gly Arg Arg Lys Ala Phe Ser Thr Cys Gly Ser His Leu Val 
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245 250 255 



Val Val Ser Leu Phe Tyr Gly Thr Val Met Yal Met Tyr Val Ser Pro 
260 265 270 



Thr Tyr Gly lie Pro lie Leu Met Gin Lys lie Leu Thr Leu Val Tyr 
275 280 285 



Ser Va I Met Thr Pro Leu Phe Asn Pro Leu 1 1 e Tyr Ser Leu Arg Asn 
290 295 300 



Lys Asp Met Lys Leu Ala Leu Arg Asn Val Leu Leu Gly Met Arg I le 
305 310 315 320 



Val Lys Asn Met 



<210> 17 

<211> 1134 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF121980 

<309> 1999-04-25 

<313> (1)..(1134) 



<220> 

<221> mi so feature 
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<222> (99) . . (99) 

<223> n Is a, c. g, or t 

<220> 

<221> CDS 

<222> (106).. (1056) 

<400> 17 

ccagtccagc ctggtaggct gggcaggtcc tacaggtctt tcagggactg aacccggcat 60 

cctgcccctc ccctctccct ggagcctccc tagccctcng gcgtc atg ttg ggt tgg 117 

Met Leu Gly Trp 
1 

age aat ggc acc tac aat gag tec tac aec age ttc etc etc atg gge 165 
Ser Asn Gly Thr Tyr Asn Glu Ser Tyr Thr Ser Phe Leu Leu Met Gly 
5 10 15 20 

ttc cca ggg atg cag gaa gcc aga gee etc ctg gtg etg cce ttc etc 213 
Phe Pro Gly Met Gin Glu Ala Arg Ala Leu Leu Val Leu Pro Phe Leu 
25 30 35 

age etc tac ctg gtg ate etc ttc acc aat gcc ctg gtc ate cac aeg 261 
Ser Leu Tyr Leu Val lie Leu Phe Thr Asn Ala Leu Val lie His Thr 
40 45 50 

gtg gca tee cag ege age ctg cac cag cec atg tac ctg etc att gcc 309 
Val Ala Ser Gin. Arg Ser Leu His Gin Pro Met Tyr Leu Leu Me Ala 
55 60 65 

etg etc etg get gte aat ate tgt get gcc ace aeg gtg ctg cce cce 357 
Leu Leu Leu Ala Val Asn lie Cys Ala Ala Thr Thr Val Leu Pro Pro 
70 75 80 

atg etc ttc age ttc tec aca egc ttc aac ege ate tec etc ect cga 405 
Met Leu Phe Ser Phe Ser Thr Arg Phe Asn Arg lie Ser Leu Pro Arg 
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85 90 95 100 

tgc ttg gga cag atg ttc tgc ate tac ttt ctg gtt tct atg gac tgc 453 
Gys Leu Gly Gin Met Phe Cys lie Tyr Phe Leu Val Ser Met Asp Cys 
105 110 115 

aac ate etc. ctg gte atg get eta gat cge tat gtg get ate tgc tac 501 
Asn lie Leu Leu Val Met Ala Leu Asp Arg Tyr Val Ala lie Cys Tyr 
120 125 130 

cet etc cgc tac oca gaa ata gtg aca gga cag tta ctg get ggt ctg 549 
Pro Leu Arg Tyr Pro Glu lie Val Thr Gly Gin Leu Leu Ala Gly Leu 
135 140 145 

gtg gtg ttg gca gte acc agg age aca age att gtt get cca gtg gtg 597 
Val Val Leu Ala Val Thr Arg Ser Thr Ser lie Val Ala Pro Val Val 
150 155 160 

gtg ctg gee teg egg gtt cgc ttc tgc cgc tea gat gtg ate cgc cac 645 
Val Leu Ala Ser Arg Val Arg Phe Cys Arg Ser Asp Val Me Arg His 
165 170 175 180 

ttt gee tgt gag cac atg gee ctg atg aag etc tee tgt gga gac ate 693 
Phe Ala Cys Glu His Met Ala Leu Met Lys Leu Ser Cys Gly Asp He 
185 190 195 

teg ctg aat aaa aeg gcg gga etc att att ega ace ttt aat aga gte 741 
Ser Leu Asn Lys. Thr Ala Gly Leu Me Me Arg Thr Phe Asn Arg Val 
200 205 210 

ctg gat atg etc ctt eta ggc acc tec tac tec cgc ate ate cat get 789 
Leu Asp Met Leu Leu Leu Gly Thr Ser Tyr Ser Arg Me Me His Ala 
215 220 225 

gee ttc agg ate tea tea ggt gga gca egg tec aaa gee ctg aac acc 837 
Ala Phe Arg Me Ser Ser Gly Gly Ala Arg Ser Lys Ala Leu Asn Thr 
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230 235 240 

tgt ggt tec cac ctg ctg gtc ate ttc aec gte tae tec tee aec atg 885 
Cys Gly Ser His Leu Leu Val He Phe Thr Val Tyr Ser Ser Thr Met 
245 250 255 260 

tee tea tec att gte tae cgt gtg get ege act gee tec caa gat gtg 933 
Ser Ser Ser I le Val Tyr Arg Val Ala Arg Thr Ala Ser Gin Asp Val 
265 270 275 

cac aae ctg etc agt get ttc tat ctg ttg etc ceg tgt ctg gte aac 981 
His Asn Leu Leu Ser Ala Phe Tyr Leu Leu Leu Pro Cys Leu Val Asn 
280 285 290 

ccc ate ate tae ggg gee aga ace aag gaa ate agg cag cac ctg gta 1029 
Pro lie lie Tyr Gly Ala Arg Thr Lys Glu lie Arg Gin His Leu Val 
295 300 305 

agg tea ttc ctg agt gca ggc ccc tga ctctectatg ateagtccgt 1076 
Arg Ser Phe Leu Ser Ala Gly Pro 
310 315 

gttggeceet cagtattcet ggtgaaactg aggaaggaag aaatggagtc agagggae 1134 



<210> 18 

<211> 316 

<212> PRT 

<213> Mus musculus 

<400> 18 

Met Leu Gly Trp Ser Asn Gly Thr Tyr Asn Glu Ser Tyr Thr Ser Phe 
15 10 15 
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Leu Leu Met Gly Phe Pro Gly Met Gin Glu Ala Arg Ala Leu Leu Val 
20 25 30 



Leu Pro Phe Leu Ser Leu Tyr Leu Val lie Leu Phe Thr Asn Ala Leu 
35 40 45 



Val lie His Thr Val Ala Ser Gin Arg Ser Leu His Gin Pro Met Tyr 
50 55 60 



Leu Leu lie Ala Leu Leu Leu Ala Val Asn lie Cys Ala Ala Thr Thr 
65 70 75 80 



Val Leu Pro Pro Met Leu Phe Ser Phe Ser Thr Arg Phe Asn Arg lie 
85 90 95 



Ser Leu Pro Arg Cys Leu Gly Gin Met Phe Cys Me Tyr Phe Leu Val 
100 105 110 



Ser Met Asp Cys Asn lie Leu Leu Val Met Ala Leu Asp Arg Tyr Val 
115 120 125 



Ala Me Cys Tyr Pro Leu Arg Tyr Pro Glu Me Val Thr Gly Gin Leu 
130 135 140 



Leu Ala Gly Leu Val Val Leu Ala Val Thr Arg Ser Thr Ser Me Val 
145 150 155 160 
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Ala Pro Va I Val Val Leu Ala Ser Arg Val Arg Phe Cys Arg Ser Asp 
165 170 175 



Val I le Arg His Phe Ala Cys Glu His Met Ala Leu Met Lys Leu Ser 
180 185 190 



Cys Gly Asp Me Ser Leu Asn Lys Thr Ala Gly Leu lie lie Arg Thr 
195 200 205 



Phe Asn Arg Val Leu Asp Met Leu Leu Leu Gly Thr Ser Tyr Ser Arg 
210 215 220 



lie lie His Ala Ala Phe Arg Me Ser Ser Gly Gly Ala Arg Ser Lys 
225 230 235 240 



Ala Leu Asn Thr Cys Gly Ser His Leu Leu Val I le Phe Thr Val Tyr 
245 250 255 



Ser Ser Thr Met Ser Ser Ser Me Val Tyr Arg Val Ala Arg Thr Ala 
260 265 270 



Ser Gin Asp Val His Asn Leu Leu Ser Ala Phe Tyr Leu Leu Leu Pro 
275 280 285 



Cys Leu Val Asn Pro Me Me Tyr Gly Ala Arg Thr Lys Glu Me Arg 
290 295 300 
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Gin His Leu Val Arg Ser Phe Leu Ser Ala Gly Pro 
305 310 315 



<210> 19 

<211> 1421 

<212> DNA. 

^21 3> Mus musculus 

<300> 

<308> API 21 976 

<309> 1999-12-25 

<313> (1)..(1421) 



<220> 

<221> CDS 

<222> (291).. (1310) 

<400> 19 

agaaagattt caggagtoot taaagacggc acagaaaacc ggtacagaot goaocattca 60 

gctgaaagcc agacgtaaca gcaccacggt ggtggtgaac aoggtgggot oagagaatco 120 

ggataagcct gottttttat actaagttgg oattataaaa aagcattgot tatcaatttg 180 

ttgcaacgaa caggtcacta toagtoaaaa taaaatcatt atttgattto aattttgtco 240 

cactccctgc ctctgtcatc acgatactgt gatgocatgg tgtccgaott atg ccc 296 

Met Pro 
1 

gag aag atg ttg age aaa ctt ate get tat ctg ctt etc ata gag tot 344 
Glu Lys Met Leu Ser Lys Leu I le Ala Tyr Leu Leu Leu I le Glu Ser 
5 10 15 
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tgc aga caa act gcg caa etc gtg aaa ggt agg egg ate tgg gte gac 392 
Cys Arg Gin Thr Ala Gin Leu Val Lys Gly Arg Arg 1 le Trp Val Asp 
20 25 30 

tct agg cot cac tgg cct aat acg act cac tat agg gag etc gag gat 440 
Ser Arg Pro His Trp Pro Asn Thr Thr His Tyr Arg Glu Leu Glu Asp 
35 . 40 45 50 

cag cat gtt tgg att get att ecc ttc tgc tec atg tac ate ctt get 488 
Gin His Val Trp lie Ala lie Pro Phe Cys Ser Met Tyr Me Leu Ala 
55 60 65 

ctg gtt gga aat ggt ace ate etc tat ate att ata aca gac agg get 536 
Leu Val Gly Asn Gly Thr lie Leu Tyr lie lie lie Thr Asp Arg Ala 
70 75 80 

etc eat gag eca atg tac etc ttc ttg tgt ctg ctt tct ate act gat 584 
Leu His Glu Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser lie Thr Asp 
85 90 95 

ctg gtt etc tgt tea aca aca ttg cct aaa atg ctg gea ata ttc tgg 632 
Leu Val Leu Cys Ser Thr Thr Leu Pro Lys Met Leu Ala Me Phe Trp 
100 105 110 

etc aga tec cat gte att tec tac eat ggc tgc etc act cag atg ttt 680 
Leu Arg Ser His Val Me Ser Tyr His Gly Cys Leu Thr Gin Met Phe 
115 120 125 130 

ttt gta cat gca gte ttt gee aca gag tea get gtt ctg ctg gee atg 728 
Phe Val His Ala Val Phe Ala Thr Glu Ser Ala Val Leu Leu Ala Met 
135 140 145 

get ttt gat cga tat gtt get ate tgc aga eca etc cac tat aca tec 776 
Ala Phe Asp Arg Tyr Val Ala Me Cys Arg Pro Leu His Tyr Thr Ser 
150 155 160 
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ate etc aat get gtt gta att ggg aag att ggc ctg goa tgc gtg act 824 
He Leu Asn Ala Val Val lie Gly Lys Me Gly Leu Ala Cys Val Thr 
165 170 175 

cgt ggc ctt etc ttt gtc ttc occ ttt Etc att etc att gaa cgt tta 872 
Arg Gly Leu Leu Phe Val Phe Pro Phe Val lie Leu lie Glu Arg Leu 
180 185 190 

ecc ttc tgt gga cat cat ata ate ect cac act tac tgt gag cae atg 920 
Pro Phe Cys Gly His His lie lie Pro His Thr Tyr Cys Glu His Met 
195 200 205 210 

ggc ata gee aag etc gee tgt gcc age ate aag cet aac ace ate tat 968 
Gly He Ala Lys Leu Ala Cys Ala Ser lie Lys Pro Asn Thr lie Tyr 
215 220 225 

ggt ctt act gta gea ctt tea gtc act ggc atg gat gtg gtc etc att 1016 
Gly Leu Thr Val Ala Leu Ser Val Thr Gly Met Asp Val Val Leu lie 
230 235 240 

gea acc tec tac ate ctg att ctg cag gcc gtg ctg ega ctg ccc tea 1064 
Ala Thr Ser Tyr I le Leu I le Leu Gin Ala Val Leu Arg Leu Pro Ser 
245 250 255 

aag gat gcc cag ttc ega gea ttc age aca tgt gga gcc cac att tgt 1112 
Lys Asp Ala Gin Phe Arg Ala Phe Ser Thr Cys Gly Ala His lie Cys 
260 265 270 

gta att ctt gtc ttc tat ate ccc gea ttc ttt tea ttt ttc act cac 1160 
Val lie Leu Val Phe Tyr lie Pro Ala Phe Phe Ser Phe Phe Thr His 
275 280 285 290 

ego ttt ggt cac eae gtg cet cet cag gta cae ate ata ctt gea aat 1208 
Arg Phe Gly His His Val Pro Pro Gin Val .His lie lie Leu Ala Asn 
295 300 305 
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ctt tat etc ctt gtg cct cot gtt etc aae ecc eta gtc tat gge ate 1256 
Leu Tyr Leu Leu Val Pro Pro Val Leu Asn Pro Leu Val Tyr Gly I le 
310 315 320 

aat acc aaa caa ate cge ctg aga ata ctt gac ttt ttt gta aag aga 1304 
Asn Thr Lys Gin lie Arg Leu Arg lie Leu Asp Phe Phe Val Lys Arg 
325 330 335 

agg tga caataatcte caeatatacc aaaggctaat gagttcctgg ctttagtttg 1360 
Arg 



etgettetge tgatcteagt aagteagtgt atgtaeattt aagattttga gatctagagc 1420 
a 

1421 



<210> 20 

<211> 339 

<212> PRT 

<213> Mus musculus 

<400> 20 

Met Pro 61 u Lys Met Leu Ser Lys Leu lie Ala Tyr Leu Leu Leu Me 
15 10 15 



Glu Ser Cys Arg Gin Thr Ala Gin Leu Val Lys Gly Arg Arg lie Trp 
20 25 30 



Val Asp Ser Arg Pro His Trp Pro Asn Thr Thr His Tyr Arg Glu Leu 
35 40 45 
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Glu Asp Gin His Val Trp lie Ala lie Pro Phe Cys Ser Met Tyr Me 
50 55 60 



Leu Ala Leu Val Gly Asn Gly Thr Me Leu Tyr Me Me Me Thr Asp 
65 70 75 80 



Arg Ala Leu His Glu Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser I le 
85 90 95 



Thr Asp Leu Val Leu Cys Ser Thr Thr Leu Pro Lys Met Leu Ala Me 
100 105 110 



Phe Trp Leu Arg Ser His Val I le Ser Tyr His Gly Cys Leu Thr Gin 
115 120 125 



Met Phe Phe Val His Ala Val Phe Ala Thr Glu Ser Ala Val Leu Leu 
130 135 140 



Ala Met Ala Phe Asp Arg Tyr Val Ala Me Cys Arg Pro Leu His Tyr 
145 150 155 160 



Thr Ser Me Leu Asn Ala Val Val Me Gly Lys Me Gly Leu Ala Cys 
165 170 175 



Val Thr Arg Gly Leu Leu Phe Val Phe Pro Phe Val Me Leu Me Glu 
180 185 190 
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Arg Leu Pro Phe Cys 6ly His His lie Me Pro His Thr Tyr Cys Glu 
195 200 205 



His Met Gly Me Ala Lys Leu Ala Cys Ala Ser Me Lys Pro Asn Thr 
210 215 220 



Me Tyr Gly Leu Thr Val Ala Leu Ser Val Thr Gly Met Asp Val Val 
225 230 235 240 



Leu Me Ala Thr Ser Tyr Me Leu Me Leu Gin Ala Val Leu Arg Leu 
245 250 255 



Pro Ser Lys Asp Ala Gin Phe Arg Ala Phe Ser Thr Cys Gly Ala His 
260 265 270 



Me Cys Val Me Leu Val Phe Tyr Me Pro Ala Phe Phe Ser Phe Phe 
275 280 285 



Thr His Arg Phe Gly His His Val Pro Pro Gin Val His Me Me Leu 
290 295 300 



Ala Asn Leu Tyr Leu Leu Val Pro Pro Val Leu Asn Pro Leu Val Tyr 
305 310 315 320 



Gly Me Asn Thr Lys Gin Me Arg Leu Arg lie Leu Asp Phe Phe Val 
325 330 335 
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Lys Arg Arg 



<210> 21 

<211> 930. 

<212> DNA 

<213> M. muscu I us 

<300> 

<308> X92969 

<309> 1996-07-01 

<313> (1)..(930) 



<220> 

<221> CDS 

<222> (1)..(930) 

<400> 21 

atg cag aga aat aac ttc act gaa gtg ata gag ttc gtc ttc ctg gga 48 
Met Gin Arg Asn Asn Phe Thr Glu Yal lie Glu Phe Val Phe Leu Gly 
15 10 15 

ttc tec age ttt gga aag cat cag ata acc etc ttt gtg gtt ttc eta 96 
Phe Ser Ser Phe Gly Lys His Gin lie Thr Leu Phe Val Val Phe Leu 
20 . 25 30 

acc ate tec att tta act ctg get ggc aac ate att ata gtg aca ate 144 
Thr lie Tyr lie Leu Thr Leu Ala Gly Asn lie lie lie Val Thr lie 
35 40 45 

aca cac ata gae cac cac ett cac act ccc atg tac ttc ttt ctg age 192 
Thr His Me Asp His His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 
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atg ttg gca age tea gag act gtg tac aca ctg gtc att gtc oca cga 240 
Met Leu Ala Ser Ser Glu Thr Val Tyr Thr Leu Val I le Val Pro Arg 
65 70 75 80 

atg ctt tec age etg att ttt tac aac ett cec ata tee ttg gea gge 288 
Met Leu Ser Ser Leu lie Phe Tyr Asn Leu Pro lie Ser Leu Ala Gly 
85 90 95 

tge gea aee eaa atg tte ttt ttt gtc act ttg gee aee aac aae tge 336 
Cys Ala Thr Gin Met Phe Phe Phe Val Thr Leu Ala Thr Asn Asn Cys 
100 105 110 

ttt ctg etc aca gca atg ggt tat gat cgt tat gtg get att tgt aat 384 
Phe Leu Leu Thr Ala Met Gly Tyr Asp Arg Tyr Val Ala lie Cys Asn 
115 120 125 

ect ctg aga tat aca ate ate atg age aag gga atg tgt gee ttg ttg 432 
Pro Leu Arg Tyr Thr lie lie Met Ser Lys Gly Met Cys Ala Leu Leu 
130 135 140 

gte tgt ggg tct tta gge act gge etg gtt atg gea gtt ctt eat gtg 480 
Val Cys Gly Ser Leu Gly Thr Gly Leu Val Met Ala Val Leu His Val 
145 150 155 160 

eca gee atg tte cat ttg eee ttt tgt gge aeg gtg gtg gag eac ttt 528 
Pro Ala Met Phe His Leu Pro Phe Cys Gly Thr Val Val Glu His Phe 
.165 170 175 

tte tgt gae ata tac eca gta atg aag ctt tct tgt gtt gat ace act 576 
Phe Cys Asp lie Tyr Pro Val Met Lys Leu Ser Cys Val Asp Thr Thr 
180 185 190 

gtc aat gag ata ate aat tat ggt gta agt tea ttt gta att ctt gtg 624 
Val Asn Glu lie lie Asn Tyr Gly Val Ser Ser Phe Val lie Leu Val 
195 200 205 
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ccc ata ggg ctg ata ttt ate tec tat gtg cte att gte tct tee ate 672 
Pro lie Gly Leu lie Phe lie Ser Tyr Val Leu Me Val Ser Ser lie 
210 215 220 

ctt aaa att gtg too act gaa ggc cag aag aaa gcc ttt gee acc tgt 720 
Leu Lys lie Val Ser Thr Glu Gly Gin Lys Lys Ala Phe Ala Thr Cys 
225 230 235 240 

gcc tct oat etc act gtg gtc att gte cac tat ggc tgt gcc too att 768 
Ala Ser His Leu Thr Val Val lie Val His Tyr Gly Cys Ala Ser lie 
245 250 255 

gee tac etc aaa cec aaa tea gaa agt tea gta gaa aaa gac ett ctt 816 
Ala Tyr Leu Lys Pro Lys Ser Glu Ser Ser Val Glu Lys Asp Leu Leu 
260 265 270 

etc tct gtg aec tac act ate ate act ccc ttg ctg aac cct gtt gte 864 
Leu Ser Val Thr Tyr Thr lie Me Thr Pro Leu Leu Asn Pro Val Val 
275 280 285 

tac ago etc agg aac aaa gaa gtc aaa gat got eta tgc aga got gtg 912 
Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Leu Cys Arg Ala Val 
290 295 300 

ggc aga aac act tot taa 930 

Gly Arg Asn Thr Ser 

305 



<210> 22 

<211> 309 

<212> PRT 

<213> M. musoulus 

<400> 22 



143/214 



WP 2005/021744 



PCT/JP2004/009404 



Met Gin Arg Asn Asn Phe Thr Giu Val Me Glu Phe Val Phe Leu Gly 
15 10 15 



Phe Ser Ser Phe Gly Lys His Gin Me Thr Leu Phe Val Val Phe Leu 
. 20 25 30 



Thr Me Tyr Me Leu Thr Leu Ala Gly Asn Me Me Me Val Thr Me 
35 40 45 



Thr His Me Asp His His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 



Met Leu Ala Ser Ser Glu Thr Val Tyr Thr Leu Val lie Val Pro Arg 
65 70 75 80 



Met Leu Ser Ser Leu I le Phe Tyr Asn Leu Pro I le Ser Leu Ala Gly 
85 90 95 



Cys Ala Thr Gin Met Phe Phe Phe Val Thr Leu Ala Thr Asn Asn Gys 
100 105 110 



Phe Leu Leu Thr Ala Met Gly Tyr Asp Arg Tyr Val Ala Me Gys Asn 
115 120 125 



Pro Leu Arg Tyr Thr Me lie Met Ser Lys Gly Met Cys Ala Leu Leu 
130 135 140 
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Val Cys 6ly Ser Leu 6ly Thr Gly Leu Val Met Ala Val Leu His Val 
145 150 155 160 



Pro Ala Met Phe His Leu Pro Phe Cys Gly Thr Val Val Glu His Phe 
165 170 175 



Phe Cys Asp lie Tyr Pro Val Met Lys Leu Ser Cys Val Asp Thr Thr 
180 185 190 



Val Asn Glu Me lie Asn Tyr Gly Val Ser Ser Phe Val lie Leu Vai 
195 200 205 



Pro lie Gly Leu lie Phe lie Ser Tyr Val Leu lie Val Ser Ser lie 
210 215 220 



Leu Lys lie Val Ser Thr Glu Gly Gin Lys Lys Ala Phe Ala Thr Cys 
225 230 235 240 



Ala Ser His Leu Thr Val Val lie Val His Tyr Gly Cys Ala Ser Me 
245 250 255 



Ala Tyr Leu Lys Pro Lys Ser Glu Ser Ser Val Glu Lys Asp Leu Leu 
260 265 270 



Leu Ser Val Thr Tyr Thr lie lie Thr Pro Leu Leu Asn Pro Val Val 
275 280 285 
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Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Leu Cys Arg Ala Val 
290 295 300 



Gly Arg Asn Thr Ser 
305 



<210> 23 

<211> 957 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AB061229 

<309> 2001-09-07 

<313> (1)..(957) 



<220> 
<221> CDS 
<222> (1)..(957) 

<400> 23 

atg ata ctg tct gaa aaa aac aat agt ggg att att ttc acc etc ttg 48 
Met He Leu Ser Glu Lys Asn Asn Ser Gly lie lie Phe Thr Leu Leu 
1 .5 10 15 

ggc ttc tea gat tat cct gac ctt aaa gtc cct etc ttc ttg gtg ttt 96 
Gly Phe Ser Asp Tyr Pro Asp Leu Lys Val Pro Leu Phe Leu Val Phe 
20 25 30 

etc gtc att tac age ate act gtg gta gga aat att ggt atg ate etc 144 
Leu Val lie Tyr Ser Me Thr Val Val Gly Asn lie Gly Met lie Leu 
35 40 45 
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gtg ate aga att aat ccc caa ctg cac tec ect atg tac tte tte etc 192 
Val lie Arg Me Asn Pro Gin Leu His Ser Pro Met Tyr Phe Phe Leu 
50 55 60 

age eae etc tec ttt gtg gat tte tgc tat tet teg ate att get eee 240 
Ser His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser Me Me Ala Pro 
65 70 75 80 

aag atg ctg gtg aae ctt gtt gea aaa gac ata aee att tea ttt gta 288 
Lys Met Leu Val Asn Leu Val Ala Lys Asp Me Thr Me Ser Phe Val 
85 90 95 

gaa tgc ata gta caa tat ttt tta ttt tgt gtc ttt gta gta act gaa 336 
Glu Cys lie Val Gin Tyr Phe Leu Phe Cys Val Phe Val Val Thr Glu 
100 105 110 

gee ttt tta tta gtg gtt atg gca tat gac cga ttt gtg get ate tgt 384 
Ala Phe Leu Leu Val Val Met Ala Tyr Asp Arg Phe Val Ala Me Cys 
115 120 125 

aae ect ctg etc tac aca gta gee atg too eag aaa etc tgt ate aca 432 
Asn Pro Leu Leu Tyr Thr Val Ala Met Ser Gin Lys Leu Cys Me Thr 
130 135 140 

ctg gtg gtg gga tee tac gea tgg ggg tte aca tgt tee ttg aca ctg 480 
Leu Val Val Gly Ser Tyr Ala Trp Gly Phe Thr Cys Ser Leu Thr Leu 
145 150 155 160 

acg tgt tet act gtg caa tta tct ttt cat ggt gtc aat agg ate gat 528 
Thr Cys Ser Thr Val Gin Leu Ser Phe His Gly Val Asn Arg Me Asp 
165 170 175 

cac tte tte tgt gaa etc tet tea ctg eta gee ctt tct tec tct gat 576 
His Phe Phe Cys Glu Leu Ser Ser Leu Leu Ala Leu Ser Ser Ser Asp 
180 185 190 
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act etc ate agt caa tta ctg ctg ttt gtc ttt gcc aca ttt aat get 624 
Thr Leu lie Ser Gin Leu Leu Leu Phe Val Phe Ala Thr Phe Asn Ala 
195 200 205 

gtc age aca tta etc ctt att ctg ttg tct tac ctg ttc att gtt gtc 672 
Val Ser Thr Leu Leu Leu Me Leu Leu Ser Tyr Leu Phe I le Val Val 
210 215 220 

act gtt ctt aag atg egt tea gee agt ggg cgt cgt aag get ttc tec 720 
Thr Val Leu Lys Met Arg Ser Ala Ser Gly Arg Arg Lys Ala Phe Ser 
225 230 235 240 

acc tgt gca tec cat ctg gca gcc ate act ate ttc cat ggt ace att 768 
Thr Cys Ala Ser His Leu Ala Ala lie Thr He Phe His Gly Thr lie 
245 250 255 

tta ttc ctt ttt tgt gtt ccc aac tct aag aat tec agg etc aca gtc 816 
Leu Phe Leu Phe Cys Val Pro Asn Ser Lys Asn Ser Arg Leu Thr Val 
260 265 270 

aaa gtg ggc tct gtg ttt tac aca gtg gtg ate ccc atg ctt aac ccc 864 
Lys Val Gly Ser Val Phe Tyr Thr Val Val lie Pro Met Leu Asn Pro 
275 280 285 

ata ate tat agt ctg aga aat aag gat gtc caa gat act att aga aaa 912 
lie Me Tyr Ser Leu Arg Asn Lys Asp Val Gin Asp Thr Me Arg Lys 
290 295 300 

ata atg acc ctt ate tea tgt gtt aag aat gat aga cac aat taa 957 
Me Met Thr Leu Me Ser Cys Val Lys Asn Asp Arg His Asn 
305 310 315 



<210> 24 
<211> 318 
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<212> . PRT 

<213> Mus muscuius 

<400> 24 

Met lie Leu Ser Glu Lys Asn Asn Ser Gly lie lie Phe Thr Leu Leu 
1.5 10 15 



Gly Phe Ser Asp Tyr Pro Asp Leu Lys Val Pro Leu Phe Leu Val Phe 
20 25 30 



Leu Val lie Tyr Ser lie Thr Val Val Gly Asn Me Gly Met He Leu 
35 40 45 



Val I le Arg I le Asn Pro Gin Leu His Ser Pro Met Tyr Phe Phe Leu 
50 55 60 



Ser His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser Me Me Ala Pro 
65 70 75 80 



Lys Met Leu Val Asn Leu Val Ala Lys Asp lie Thr I le Ser Phe Val 
85 90 95 



Glu Cys lie Val Gin Tyr Phe Leu Phe Cys Val Phe Val Val Thr Glu 
100 105 110 



Ala Phe Leu Leu Val Val Met Ala Tyr Asp Arg Phe Val Ala Me Cys 
115 120 125 
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Asn Pro Leu Leu Tyr Thr Val Ala Met Ser Gin Lys Leu Cys Me Thr 
130 135 140 



Leu Val Val 6ly Ser Tyr Ala Trp Gly Phe Thr Cys Ser Leu Thr Leu 
145 150 155 160 



Thr Cys Ser Thr Val Gin Leu Ser Phe His Gly Val Asn Arg Me Asp 
165 170 175 



His Phe Phe Cys Glu Leu Ser Ser Leu Leu Ala Leu Ser Ser Ser Asp 
180 185 190 



Thr Leu Me Ser 6ln Leu Leu Leu Phe Val Phe Ala Thr Phe Asn Ala 
195 200 205 



Val Ser Thr Leu Leu Leu Me Leu Leu Ser Tyr Leu Phe lie Val Val 
210 215 220 



Thr Val Leu Lys Met Arg Ser Ala Ser Gly Arg Arg Lys Ala Phe Ser 
225 230 235 240 



Thr Cys Ala Ser His Leu Ala Ala Me Thr Me Phe His Gly Thr Me 
245 250 255 



Leu Phe Leu Phe Cys Val Pro Asn Ser Lys Asn Ser Arg Leu Thr Val 
260 265 270 
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Lys Val Gly Ser Val Phe Tyr Thr Val Val Me Pro Met Leu Asn Pro 
275 280 



285 



He I le Tyr Ser Leu Arg Asn Lys Asp Val Gin Asp Thr I ie Arg Lys 
290 295 



300 



lie Met Thr Leu lie Ser Cys Val Lys Asn Asp Arg His Asn 
305 310 315 



<210> 25 

<211> 1344 

<212> DNA 

^13> Hus inusculus 

<300> 

<308> AJ1 33424 

<309> 2003-02-01 

<313> (1)..(1344) 



<220> 

<221> CDS 

<222> (61).. (1020) 

<400> 25 

ggaggaagac aatgttgatg ctgattgotg agttcctgca ggtttoaaac cgaatgtacc 60 

atg gac aga tec aat gag acc gcc ccc ctg tec ggc ttc att etc ctg 108 
Met Asp Arg Ser Asn Glu Thr Ala Pro Leu Ser Gly Phe Me Leu Leu 
^5 10 15 



ggc etc tot gee cac oca aag ctg gag aaa acc ttc ttc gtg etc ate 



156 
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Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu lie 
20 25 30 

ctg atg atg tac ctg gtg ate ctg ctg ggc aac ggc gtc etc ate ctg 204 
Leu Met Met Tyr Leu Val Me Leu Leu Gly Asn Gly Val Leu Me Leu 
35 40 45 

gtg age ate ete gac tee eac ctg cae acg ceo atg tac tte ttc ctg 252 
Val Ser Me Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

ggg aac etc tec ttc ctg gac ate tge tac act ace tec tet gtc cec 300 
Gly Asn Leu Ser Phe Leu Asp lie Cys Tyr Thr Thr Ser Ser Val Pro 
65 70 75 80 

etc att ctg gac age ttt ctg act ccc agg aag ace ate tec ttc teg 348 
Leu Me Leu Asp Ser Phe Leu Thr Pro Arg Lys Thr Me Ser Phe Ser 
85 90 95 

ggc tgt gee gtg cag atg ttt etc tec ttc gee atg gga gee acg gag 396 
Gly Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu 
100 105 110 

tgt gtg etc ctg agt atg atg gcg ttt gat cgt tat gtg gee ate tge 444 
Cys Val Leu Leu Ser Met Met Ala Phe Asp Arg Tyr Val Ala Me Cys 
115 120 125 

aac ccc ctt aga tat cet gtg gtc atg aac aag get gee tat gtg ccc 492 
Asn Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ala Ala Tyr Val Pro 
130 135 140 

atg get gee agt tec tgg gca ggt ggt ate act aat tet gta gtg cag 540 
Met Ala Ala Ser Ser Trp Ala Gly Gly Me Thr Asn Ser Val Val Gin 
145 150 155 160 

aca tot ttg gca atg egg ctg ccc ttc tgt ggg gac aat gtc ate aat 588 
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Thr Ser Leu Ala Met Arg Leu Pro Phe Cys 6ly Asp Asn Val lie Asn 
165 170 175 

cac ttc acc tgt gag ate ctg gca gtc ctg aaa ctg gcc tgt get gac 
His Phe Thr Cys Glu Me Leu Ala Val Leu Lys Leu Ala Cys Ala Asp 
180 185 190 

ate tec ate aat gtc ate age atg gtt gtg gcc aac atg ate ttc ttg 
I le Ser I le Asn Val I le Ser Met Val Val Ala Asn Met I le Phe Leu 
195 200 205 



etc ttc atg tac ggg aag ece aag tec aag gac cca ctg ggg gca gac 
Leu Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp 
260 265 270 



636 



684 



gca gtc cca gtc etc ttc ate ttt gtc tec tat gtc ttc ate ett gtg 732 
Ala Val Pro Val Leu Phe Me Phe Val Ser Tyr Val Phe lie Leu Val 
210 215 220 

aca ate ctg agg ate ece tct get gag ggg egg aag aag gcc ttc tec 780 
Thr Me Leu Arg Me Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser 
225 230 235 240 

ace tgc tct gcc cac etc ace gtg gta ett gtc ttc tat gga acc ate 828 
Thr Cys Ser Ala His Leu Thr Val Val Leu Val Phe Tyr Gly Thr I le 
245 250 255 



876 



aag eag gac ett. gca gac aag etc ate tec etc ttc tat gga gtg gtg 924 
Lys Gin Asp Leu Ala Asp Lys Leu Me Ser Leu Phe Tyr Gly Val Val 
275 280 285 

ace cec atg eta aac ece ate ate tac ago ttg aga aac aag gac gtg 972 
Thr Pro Met Leu Asn Pro lie lie Tyr Ser Leu Arg Asn Lys Asp Val 
290 295 300 

agg get got gtg agg aac ctg gtg ggc eag aaa cac eta act gag tga 1020 
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1080 



Arg Ala Ala Val Arg Asn Leu Val Gly Gin Lys His Leu Thr Glu 
305 310 315 

ctgtcacagt gcagaacttc caacctcttc attgtgtttg tgagggaaga gtggtgcaat 
gaagaggagc cacttcccca aggtccaagt aatgaactca gaactaagac tataaacaaa 1140 
ctatcaacgt tccttaagca ccaatgcttc tagttaacag gctggaagga caagccttta 1200 
cacctttgga gagaatggct ggttgtcagc tttgtgttca accttagtgg cgtcgtagaa 1260 
ctactctttc atgaccagag gctggcacag atctctggaa agatgctgac atgcataaot 1320 

aggagacaga tgcaaagcct ggtt 
1344 



<210> 26 

<211> 319 

<212> PRT 

<213> Mus musculus 

<400> 26 

Met Asp Arg Ser Asn Glu Thr Ala Pro Leu Ser Gly Phe lie Leu Leu 
1 5 10 15 



Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu lie 
20 25 30 



Leu Met Met Tyr Leu Val lie Leu Leu Gly Asn Gly Val Leu lie Leu 
35 40 45 
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Val Ser lie Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 



61 y Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser Val Pro 
65 70 75 80 



Leu lie Leu Asp Ser Phe Leu Thr Pro Arg Lys Thr Me Ser Phe Ser 
85 90 95 



Gly Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu 
100 105 110 



Cys Val Leu Leu Ser Met Met Ala Phe Asp Arg Tyr Val Ala I le Cys 
115 120 125 



Asn Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ala Ala Tyr Val Pro 
130 135 140 



Met Ala Ala Ser Ser Trp Ala Gly Gly lie Thr Asn Ser Val Val Gin 
1^ 150 155 160 



Thr Ser Leu Ala Met Arg Leu Pro Phe Cys Gly Asp Asn Val I le Asn 
165 170 175 



His Phe Thr Cys Glu lie Leu Ala Val Leu Lys Leu Ala Cys Ala Asp 
180 185 190 
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Me Ser Me Asn Val Me Ser Met Val Val Ala Asn Met Me Phe Leu 
195 200 205 



Ala Val Pro Val Leu Phe Me Phe Val Ser Tyr Val Phe Me Leu Val 
210 215 220 



Thr Me Leu Arg Me Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser 
225 230 235 240 



Thr Cys Ser Ala His Leu Thr Val Val Leu Val Phe Tyr 6ly Thr Me 
245 250 255 



Leu Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp 
260 265 270 



Lys Gin Asp Leu Ala Asp Lys Leu I le Ser Leu Phe Tyr Gly Val Val 
275 280 285 



Thr Pro Met Leu Asn Pro Me Me Tyr Ser Leu Arg Asn Lys Asp Val 
290 295 300 



Arg Ala Ala Val Arg Asn Leu Val Gly Gin Lys His Leu Thr Glu 
305 310 315 



<210> 27 

<211> 942 

<212> DMA 

<213> Mus musculus 
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<300> 

<308> AF1 02523 

<309> 1999-02-08 

<313> (1)..(942) 



<220> 

<221> CDS 
<222> (1)..(942) 

<400> 27 

atg gcg aac age act act gtt act gag ttt att ttg ctg ggg ctg tea 48 
Met Ala Asn Ser Thr Thr Val Thr Giu Phe lie Leu Leu Gly Leu Ser 
15 10 15 

gat gcc tgt gag ctg cag gtg etc ata ttc ctg ggc ttt etc ctg ace 96 
Asp Ala Cys Glu Leu Gin Val Leu lie Phe Leu Gly Phe Leu Leu Thr 
20 25 30 

tac ttc etc att ctg ctg gga aac ttc etc ate ate ttc ate ace ett 144 
Tyr Phe Leu lie Leu Leu Gly Asn Phe Leu lie Me Phe lie Thr Leu 
35 40 45 

gtg gae agg cge ctt tac ace ecc atg tat tac ttc etc egc aac ttt 192 
Val Asp Arg Arg Leu Tyr Thr Pro Met Tyr Tyr Phe Leu Arg Asn Phe 
50 55 60 

gcc atg ctg gag ate tgg ttc ace tot gte ate ttc ecc aag atg eta 240 
Ala Met Leu Glu lie Trp Phe Thr Ser Val Me Phe Pro Lys Met Leu 
65 70 75 80 

ace aac ate ate aca gga cat aag ace ate tee eta eta ggt tgt ttc 288 
Thr Asn lie Me Thr Gly His Lys Thr Me Ser Leu Leu Gly Cys Phe 
85 90 95 
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etc caa gca ttc etc tat ttc ttc ott ggc ace act gag ttc ttt eta 336 
Leu Gin Ala Phe Leu Tyr Phe Phe Leu Gly Thr Thr Glu Phe Phe Leu 
100 105 110 

ctg goa gtg atg tec ttt gac agg tat gtg gee att tgt aac cct ttg 384 
Leu Ala Va I Met Ser Phe Asp Arg Tyr Val Ala lie Cys Asn Pro Leu 
115 120 125 

cgt tat gee ace att atg age aaa aga gtc tgt gtc eag ctt gtg ttt 432 
Arg Tyr Ala Thr lie Met Ser Lys Arg Val Cys Val Gin Leu Val Phe 
130 135 140 

tgc tea tgg atg tct gga ttg ctt etc ate ata gtt cct agt tea att 480 
Cys Ser Trp Met Ser Gly Leu Leu Leu He lie Val Pro Ser Ser lie 
145 150 155 160 

gta ttt eag cag cca ttc tgt ggc cca aac ate att aat cat ttc ttc 528 
Val Phe Gin Gin Pro Phe Cys Gly Pro Asn Me lie Asn His Phe Phe 
165 170 175 

tgt gae aac ttt cca ctt atg gaa etc ata tgt gca gat act age ctg 576 
Cys Asp Asn Phe Pro Leu Met Glu Leu Me Cys Ala Asp Thr Ser Leu 
ISO 185 190 

gta gag ttc ctg ggt ttt gtt att gee aat ttc age etc etg ggc act 624 
Val Glu Phe Leu Gly Phe Val Me Ala Asn Phe Ser Leu Leu Gly Thr 
195 200 205 

ctg get gtg act gcc acc tgc tat ggc cac att etc tat ace att eta 672 
Leu Ala Val Thr Aid Thr Cys Tyr Gly His Me Leu Tyr Thr Me Leu 
210 215 220 

cac att cct tea gee aag gag agg aag aaa gcc ttc tea act tgc tec 720 
His I le Pro Ser Ala Lys Glu Arg Lys Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 
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tct cat att att gtg gtg tot etc ttc tac ggc age tgt ate tte atg 768 
Ser His Me lie Val Val Ser Leu Phe Tyr Gly Ser Cys lie Phe Met 
245 250 255 

tat gto egg tot ggc aag aat gga cag ggg gag gat cat aac aag gtg 816 
Tyr Val Arg Ser Gly Lys Asn Gly Gin Gly Glu Asp His Asn Lys Val 
. 260 265 270 

gtg gca ttg etc aac act gta gtg aea ecc aea etc aac ecc ttc ate 864 
Val Ala Leu Leu Asn Thr Val Val Thr Pro Thr Leu Asn Pro Phe lie 
275 280 285 

tac act etg agg aac aag cag gtg aag cag gta ttt agg gaa cac gta 912 
Tyr Thr Leu Arg Asn Lys Gin Val Lys Gin Val Phe Arg Glu His Val 
290 295 300 

age aag ttc caa aag tte age cag acg tga 942 
Ser Lys Phe Gin Lys Phe Ser Gin Thr 
305 310 



<210> 28 

<211> 313 

<212> PRT 

<213> Mus musculus 

<400> 28 

Met Ala Asn Ser Thr Thr Val Thr Glu Phe lie Leu Leu Gly Leu Ser 
15 10 15 



Asp Ala Cys Glu Leu Gin Val Leu lie Phe Leu Gly Phe Leu Leu Thr 
20 25 30 
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Tyr Phe Leu Me Leu Leu Gly Asn Phe Leu lie lie Phe lie Thr Leu 
35 40 45 



Val Asp Are Arg Leu Tyr Thr Pro Met Tyr Tyr Phe Leu Arg Asn Phe 
50 55 60 



Ala Met Leu Glu Me Trp Phe Thr Ser Val Me Phe Pro Lys Met Leu 
65 70 75 80 



Thr Asn Me Me Thr Gly His Lys Thr I le Ser Leu Leu Gly Cys Phe 
85 90 95 



Leu Gin Ala Phe Leu Tyr Phe Phe Leu Gly Thr Thr Glu Phe Phe Leu 
100 105 110 



Leu Ala Val Met Ser Phe Asp Arg Tyr Val Ala Me Cys Asn Pro Leu 
115 120 125 



Arg Tyr Ala Thr Me Met Ser Lys Arg Val Cys Val Gin Leu Val Phe 
130 135 140 



Cys Ser Trp Met Ser Gly Leu Leu Leu lie Me Val Pro Ser Ser lie 
145 150 155 160 



Val Phe Gin Gin Pro Phe Cys Gly Pro Asn Me Me Asn His Phe Phe 
165 170 175 



160/214 



wo 2005/021744 



PCT/JP2004/009404 



Cys Asp Asn Phe Pro Leu Met Glu Leu He Cys Ala Asp Thr Ser Leu 
180 185 190 



Val Glu Phe Leu Gly Phe Val lie Ala Asn Phe Ser Leu Leu Gly Thr 
195 200 205 



Leu Ala Val Thr Ala Thr Cys Tyr Gly His lie Leu Tyr Thr Me Leu 
210 215 220 



His lie Pro Ser Ala Lys Glu Arg Lys Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 



Ser His lie Me Val Val Ser Leu Phe Tyr Gly Ser Cys Me Phe Met 
245 250. 255 



Tyr Val Arg Ser Gly Lys Asn Gly Gin Gly Glu Asp His Asn Lys Val 
260 265 270 



Val Ala Leu Leu Asn Thr Val Val Thr Pro Thr Leu Asn Pro Phe Me 
275 280 285 



Tyr Thr Leu Arg. Asn Lys Gin Val Lys Gin Val Phe Arg Glu His Val 
290 295 300 



Ser Lys Phe Gin Lys Phe Ser Gin Thr 
305 310 
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<210> 29 

<211> 669 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF1 02531 

<309> 1999-02-08 

<313> (1)..(669) 



<220> 

<221> CDS 
<222> (1)..(669) 

<400> 29 

tgc aac tta gcg acc atg gat att ate tgc acc tec tct gta ctg ccc 48 
Cys Asn Leu Ala Thr Met Asp lie I le Cys Thr Ser Ser Val Leu Pro 
1 5 10 15 

aag gcg ctg gtt ggt eta ctg tct gag gaa aac acc acc tec ttc aaa 96 
Lys Ala Leu Val Gly Leu Leu Ser Glu Glu Asn Thr Thr Ser Phe Lys 
20 25 30 

ggg tgc atg act' cag etc ttc ttt ctt gtg tgg tct gga tec tct gag 144 
Gly Cys Met Thr Gin Leu Phe Phe Leu Val Trp Ser Gly Ser Ser Glu 
35 40 45 

ctg ctg ctg etc aca gtc atg gee tat gae ege tat gtg gee ate tgt 192 
Leu Leu Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys 
50 55 60 

ttg ccc ctg eat tac age tct agg atg agt cea cag etc tgt ggg acc 240 
Leu Pro Leu His Tyr Ser Ser Arg Met Ser Pro Gin Leu Cys Gly Thr 
65 70 75 80 
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ttt gcc gtg ggt gta tgg tec ate tgc gca eta aat gca tct ate aac 288 
Phe Ala Val eiy Val Trp Ser lie Cys Ala Leu Asn Ala Ser lie Asn 
85 90 95 

act ggt ctg atg aca egg ctg tea ttc tgt ggc ccc aag gtc ate ace 336 
Thr Gly Leu Met Thr Arg Leu Ser Phe Cys Gly Pro Lys Val He Thr 
. 100 105 110 

cae ttc ttc tgt gag att ccc oca etc etc ctg etc tec tgt agt cct 384 
His Phe Phe Cys Glu II e Pro Pro Leu Leu Leu Leu Ser Cys Ser Pro 
115 120 125 

aca tat ata aat age gtt atg act ctt gtg gca gat gcc ttt tat gga 432 
Thr Tyr lie Asn Ser Val Met Thr Leu Val Ala Asp Ala Phe Tyr Gly 
130 135 140 

ggc ate aat ttt tta ctt ace ttg eta tec tat ggc tgc ate att gcc 480 
Gly lie Asn Phe Leu Leu Thr Leu Leu Ser Tyr Gly Cys lie Me Ala 
145 150 155 160 

age ate ctg ego atg egt tct get gag ggc aag agg aag gcc ttt tct 528 
Ser lie Leu Arg Met Arg Ser Ala Glu Gly Lys Arg Lys Ala Phe Ser 
165 170 175 

ace tgc tea tec eac etc att gtg gtc tct gtg tae tac tea tct stg 576 
Thr Cys Ser Ser His Leu lie Val Val Ser Val Tyr Tyr Ser Ser Val 
180 185 190 

ttc tgt gcc tat gtc age cct get tct age tac age cea gaa aga age 624 
Phe Cys Ala Tyr Val Ser Pro Ala Ser Ser Tyr Ser Pro Glu Arg Ser 
195 200 205 

aaa gtt tec tea gtg ctg tae tea gtc etc age cea acc etc aac 669 
Lys Val Ser Ser Val Leu Tyr Ser Val Leu Ser Pro Thr Leu Asn 
210 215 220 
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<210> 30 

<211> 223 

<212> PRT 

<213> Mus musculus 

<400> 30 

Cys Asn Leu Ala Thr Met Asp lie I le Cys Thr Ser Ser Val Leu Pro 
15 10 15 



Lys Ala Leu Val Gly Leu Leu Ser Glu Glu Asn Thr Thr Ser Phe Lys 
20 25 30 



Gly Cys Met Thr Gin Leu Phe Phe Leu Val Trp Ser Gly Ser Ser Glu 
35 40 45 



Leu Leu Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala Me Cys 
50 55 60 



Leu Pro Leu His Tyr Ser Ser Arg Met Ser Pro Gin Leu Cys Gly Thr 
65 70 75 80 



Phe Ala Val Gly Val Trp Ser lie Cys Ala Leu Asn Ala Ser Me Asn 
85 90 95 



Thr Gly Leu Met Thr Arg Leu Ser Phe Cys Gly Pro Lys Val Me Thr 
100 105 110 
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His Phe Phe Cys Glu lie Pro Pro Leu Leu Leu Leu Ser Cys Ser Pro 
115 120 125 



Thr Tyr I le Asn Ser Val Met Thr Leu Val Ala Asp Ala Phe Tyr Gly 
130 135 140 



Gly lie Asn Phe Leu Leu Thr Leu Leu Ser Tyr Gly Cys lie Me Ala 
145 150 155 160 



Ser lie Leu Arg Met Arg Ser Ala Glu Gly Lys Arg Lys Ala Phe Ser 
165 170 175 



Thr Cys Ser Ser His Leu lie Val Val Ser Val Tyr Tyr Ser Ser Val 
180 185 190 



Phe Cys Ala Tyr Val Ser Pro Ala Ser Ser Tyr Ser Pro Glu Arg Ser 
195 200 205 



Lys Val Ser Ser Val Leu Tyr Ser Val Leu Ser Pro Thr Leu Asn 
210 215 220 



<210> 31 

<211> 1661 

<212> DNA 

<213> Mus musculus 

<300> 

<308> API 21 974 

<309> 1999-04-25 
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<313> (1)..(1661) 
<220> 

<221> niisc_feature 

<222> (3) . . (3) 

<223> n is a. c, g. or t 

<220> 

<221> CDS 

<222> (303).. (1307) 

<400> 31 

gtntacatag tgagttcgag gccagccagg gctacacaga caaaccctgt ctcgaaaaac 60 

caaaaaaaaa aaaaaaaaaa agaattcatt aatgaaaaag aagggggaaa atggagggoc 120 

atggaaagta gctacttcta acatacaact cttcatttcc tccatagaaa tgctgtagtt 180 

aatgtctaca cccagtccag cctggtgagg ctggggcagg tcctagcagg gcctttcagg 240 

gactgaaccc cggcatcctg cccctcccct ctccctggag cctccccaag ccctcaggcg 300 

to atg tea ggg tgg age aat gge aee tac aat gag tec tac ace age 347 
Met Ser 6ly Trp Ser Asn Gly Thr Tyr Asn Glu Ser Tyr Thr Ser 
1 5 10. IS 

ttc etc etc atg. ggc ttc cca ggg atg cag gaa gee aga gee etc ctg 395 
Phe Leu Leu Met Gly Phe Pro Gly Met Gin Glu Ala Arg Ala Leu Leu 
20 25 30 

gtg ctg cec ttc etc age etc tac ctg gtg ate etc ttc acc aat gcc 443 
Val Leu Pro Phe Leu Ser Leu Tyr Leu Val Me Leu Phe Thr Asn Ala 
35 40 45 

ctg gte ate cac aeg gtg gca tec eag egc age ctg eac cag ccc atg 491 
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Leu Val lie His Thr Val Ala Ser Gin Arg Ser Leu His Gin Pro Met 
50 55 60 

tac ctg etc att gcc ctg etc ctg get gte aat ate tgc get gee aee 539 
Tyr Leu Leu lie Ala Leu Leu Leu Ala Val Asn lie Cys Ala Ala Thr 
65 70 75 

aee gtg gtg eec eee atg etc tte age tte tee aea ege tte aae ege 587 
Thr Val Val Pro Pro Met Leu Phe Ser Phe Ser Thr Arg Phe Asn Arg 
80 85 90 95 

ate tec ete cct cga tgc ttg gga eaa atg tte tgc ate tac tte ett 635 
Me Ser Leu Pro Arg Cys Leu Gly Gin Met Phe Cys Me Tyr Phe Leu 
100 105 110 

att gte ttt gae tgc aae ate etc ctg gte atg get eta gat ege tat 683 
Me Val Phe Asp Cys Asn Me Leu Leu Val Met Ala Leu Asp Arg Tyr 
115 120 125 

gtg get ate tgc tac cct etc ege tac eca gaa at a gtg aea gga cag 731 
Val Ala Me Cys Tyr Pro Leu Arg Tyr Pro Glu Me Val Thr Gly Gin 
130 135 140 

tta ctg get ggt ctg gtg gtg ctg gea gte aee agg age aea age att 779 
Leu Leu Ala Gly Leu Val Val Leu Ala Val Thr Arg Ser Thr Ser Me 
145 150 155 

gtt get eca gtg. gtg gtg ctg gee teg egg gtt cgc tte tgt ege tea 827 
Val Ala Pro Val Val Val Leu Ala Ser Arg Val Arg Phe Cys Arg Ser 
160 165 170 175 

gat gtg ate cgc cac ttt gcc tgt gag cac atg gcc ctg atg aag ett 875 
Asp Val Me Arg His Phe Ala Cys Glu His Met Ala Leu Met Lys Leu 
180 185 190 

tec tgt ggg gae ate teg ctg aat aag aeg gtg gga ete act gtt cgc 923 
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Ser Cys Gly Asp lie Ser Leu Asn Lys Thr Val Gly Leu Thr Val Arg 
195 200 205 

ate ttc aac cga gto otg gat atg etc etg tta ggt gcc tee tac tec 971 
lie Phe Asn Arg Val Leu Asp Met Leu Leu Leu Gly Ala Ser Tyr Ser 
210 215 220 

cgc ate ate eat get gee tte agg ate tea tea ggt gga gea egg tec 1019 
Arg Me lie His Ala Ala Phe Arg lie Ser Ser Gly Gly Ala Arg Ser 
225 230 235 

aaa gcc ctg aac acc tgt ggc tec cac etg etg gtc ate ttc ace gtc 1067 
Lys Ala Leu Asn Thr Cys Gly Ser His Leu Leu Val Me Phe Thr Val 
240 245 250 255 

tac tec tec acc atg tec tea tec att gtc tac cgt gtg gca cgc act 1115 
Tyr Ser Ser Thr Met Ser Ser Ser Me Val Tyr Arg Val Ala Arg Thr 
260 265 270 

gee tec caa gat gtg eae aac ttg ett agt get tte tat etg ttg etc 1163 
Ala Ser Gin Asp Val His Asn Leu Leu Ser Ala Phe Tyr Leu Leu Leu 
275 280 285 

cee tgt etg gtc aac ecc ate ate tac ggg gee aga ace aag gaa ate 1211 
Pro Cys Leu Val Asn Pro Me Me Tyr Gly Ala Arg Thr Lys Glu lie 
290 295 300 

agg eag cac etg gta get etg tte caa agg act cag caa cag gtc ttc 1259 
Arg Gin His Leu Val Ala Leu Phe Gin Arg Thr Gin Gin Gin Val Phe 
305 310 315 

act gag aag cee cag tec ctg cee teg aat aga gag ett cot gga tga 1307 
Thr Glu Lys Pro Gin Ser Leu Pro Ser Asn Arg Glu Leu Pro Gly 
320 325 330 

ttgteeagaa tttgtgggte tcaaaateac ttteaetatt eagtgaagga ggggeattca 1367 
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agtgggcatt cgtctctggt atattttgtc tcggctattt tagttcagca tcctatttat 1427 

gagaagggtc tattctatat ctccagctgt ctagaactcc ttaagtggcc caggatgaco 1487 

tggaacccaa acaattctcc tttcttagtt tgccaaatgc tagcattaga ggcatgagtc 1547 

acagtgcctg gcttatctgc actcatactg gagagcctca tgtctgcttt ccaaaaagca 1607 

cctactcact ctgaactagc aactgaaagc aagctctaac cctggcttga agtt 1661 



<210> 32 

<211> 334 

<212> PRT 

<213> Mus musculus 

<400> 32 

Met Ser 6ly Trp Ser Asn Gly Thr Tyr Asn Glu Ser Tyr Thr Ser Phe 
15 10 15 



Leu Leu Met Gly Phe Pro Gly Met Gin Glu Ala Arg Ala Leu Leu Val 
20 25 30 



Leu Pro Phe Leu. Ser Leu Tyr Leu Val Me Leu Phe Thr Asn Ala Leu 
35 40 45 



Val lie His Thr Val Ala Ser Gin Arg Ser Leu His Gin Pro Met Tyr 
50 55 60 



Leu Leu lie Ala Leu Leu Leu Ala Val Asn lie Cys Ala Ala Thr Thr 
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65 



70 



75 



80 



Val Val Pro Pro Met Leu Phe Ser Phe Ser Thr Arg Phe Asn Arg lie 
85 90 95 



Ser Leu Pro Arg Cys Leu Gly Gin Met Phe Cys lie Tyr Phe Leu lie 
100 105 110 



Val Phe Asp Cys Asn lie Leu Leu Val Met Ala Leu Asp Arg Tyr Val 
115 120 125 



Ala lie Cys Tyr Pro Leu Arg Tyr Pro Glu He Val Thr Gly Gin Leu 
130 135 140 



Leu Ala Gly Leu Val Val Leu Ala Val Thr Arg Ser Thr Ser lie Val 
145 150 155 160 



Ala Pro Val Val Val Leu Ala Ser Arg Val Arg Phe Cys Arg Ser Asp 
165 170 175 



Val lie Arg His. Phe Ala Cys Glu His Met Ala Leu Met Lys Leu Ser 
180 185 190 



Cys Gly Asp Me Ser Leu Asn Lys Thr Val Gly Leu Thr Val Arg lie 
195 200 205 



Phe Asn Arg Val Leu Asp Met Leu Leu Leu Gly Ala Ser Tyr Ser Arg 
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210 215 220 



He Me His Ala Ala Phe Arg He Ser Ser Gly Giy Ala Arg Ser Lys 
225 230 235 240 



Ala Leu Asn Thr Cys Gly Ser His Leu Leu Val I le Phe Thr Val Tyr 
245 250 255 



Ser Ser Thr Met Ser Ser Ser I le Val Tyr Arg Val Ala Arg Thr Ala 
260 265 270 



Ser Gin Asp Val His Asn Leu Leu Ser Ala Phe Tyr Leu Leu Leu Pro 
275 280 285 



Cys Leu Val Asn Pro He He Tyr Gly Ala Arg Thr Lys Glu He Arg 
290 295 300 



Gin His Leu Val Ala Leu Phe Gin Arg Thr Gin Gin Gin Val Phe Thr 
305 310 315 320 



Glu Lys Pro Gin. Ser Leu Pro Ser Asn Arg Glu Leu Pro Gly 
325 330 



<210> 33 

<211> 1116 

<212> DNA 

<213> Mus musculus 
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<300> 

<308> AF121975 

<309> 1999-04-25 

<313> (1)..(1116) 



<220> 

<221 > m i sc_f eature 

<222> (15).. (15) 

<223> n is a, c, g, or t 

<220> 

<221> CDS 

<222> (50).. (1015) 

<400> 33 

caagctggct cttcntactg tctctccatt agttttagtc gtcacggga atg aat tea 58 

Met Asn Ser 
1 

aaa gca age atg ctt gga act aac ttc act ate ate cat cca act gtg 1 06 
Lys Ala Ser Met Leu 6ly Thr Asn Phe Thr lie Me His Pro Thr Val 
5 10 15 

ttc ate ctg ctt gga ate eca ggg ctg gag eag tac cac ace tgg ctt 154 
Phe Me Leu Leu Gly Me Pro Gly Leu Glu Gin Tyr His Tlir Trp Leu 
20 25 30 35 

tot att Gct ttt tgt ctt atg tac att get gca gtc ttg ggg aac gga 202 
Ser Me Pro Phe Cys Leu Met Tyr Me Ala Ala Val Leu Gly Asn Gly 
40 45 50 

gco etc ate ctt gtt gtc ctg agt gaa cgc ace etc eat gag ecc atg 250 
Ala Leu lie Leu Val Val Leu Ser Glu Arg Thr Leu His Glu Pro Met 
55 60 65 
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tat gtc ttt ctg tec atg ctg get ggc act gat att etc ctg tea ace 298 
Tyr Val Phe Leu Ser Met Leu Ala Gly Thr Asp lie Leu Leu Ser Thr 
70 75 80 

aec act gtg cct aag ace ttg get ate ttt tgg ttc cat get ggg gag 346 
Thr Thr Val Pro Lys Thr Leu Ala He Phe Trp Phe His Ala Gly Glu 
85 90 95 

ate ecc ttt gat gee tgc att got oag atg ttt ttc ate eac gtt get 394 
Me Pro Phe Asp Ala Cys lie Ala Gin Met Phe Phe lie His Val Ala 
100 105 110 115 

ttt gtg get gag teg gga ate ctt ctg gee atg gea ttt gae cga tat 442 
Phe Val Ala Glu Ser Gly lie Leu Leu Ala Met Ala Phe Asp Arg Tyr 
120 125 130 

gtg get att tgt act cct ctg aga tac tea gee gtc tta aca cct atg 490 
Val Ala Me Cys Thr Pro Leu Arg Tyr Ser Ala Val Leu Thr Pro Met 
135 140 145 

gea att gga aaa atg aec ctg gee ate tgg gga egg age att ggg aca 538 
Ala Me Gly Lys Met Thr Leu Ala Me Trp Gly Arg Ser lie Gly Thr 
150 155 160 

att ttc cct ate ata ttt ctg ctg aag agg ctg tea tac tgc agg ace 586 
Me Phe Pro Me I le Phe Leu Leu Lys Arg Leu Ser Tyr Cys Arg Thr 
165 170 175 

aat gtc ate cea eac tea tat tgt gag cat att ggt gta gee aga ttg 634 
Asn Val Me Pro His Ser Tyr Cys Glu His Me Gly Val Ala Arg Leu 
180 185 190 195 

get tgt get gae ate act gtc aat ate tgg tat ggc ttc teg gtg ceia 682 
Ala Cys Ala Asp Me Thr Val Asn Me Trp Tyr Gly Phe Ser Val Pro 
200 205 210 
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atg get tea gtt ttg gta gat gtt gca etc att ggt att tct tat acg 730 
Met Ala Ser Val Leu Val Asp Val Ala Leu lie 6ly Me Ser Tyr Thr 
215 220 225 

ttg ate etc cag get gtg ttt aga ctt ect tee cag gat get agg eae 778 
Leu lie Leu Gin Ala Val Phe Arg Leu Pro Ser Gin Asp Ala Arg His 
230 235 240 

aag gee ete aat aee tgt ggt tct cac att ggg gte att etc etc ttt 826 
Lys Ala Leu Asn Thr Cys Gly Ser His lie Gly Val Me Leu Leu Phe 
245 250 255 

ttc ata coa tea ttt ttt act ttc ctt act cat cgc ttt ggc aag aac 874 
Phe Me Pro Ser Phe Phe Thr Phe Leu Thr His Arg Phe Gly Lys Asn 
260 265 270 275 

ate ecc cac cat gtg cac att ctt ctg gca aat etc tat gtg ttg gtt 922 
lie Pro His His Val His Me Leu Leu Ala Asn Leu Tyr Val Leu Val 
280 285 290 

ecc ecc atg ctt aac ect ate ate tat ggt get aag ace aag caa att 970 
Pro Pro Met Leu Asn Pro lie Me Tyr Gly Ala Lys Thr Lys Gin Me 
295 300 305 

agg gae age atg act cgc atg ttg tct gtt gtg tgg aag tct tga 1015 
Arg Asp Ser Met Thr Arg Met Leu Ser Val Val Trp Lys Ser 
310 315 320 

gagcagtcac agttcaeaaa getgtcttag tttetettae aaacaggaga gagagagaga 1075 

gagagagaga gagagagaga gagagagaga gagagagaga g 1116 



<210> 34 
<211> 321 
<212> PRT 
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<213> Mus musculus 
<400> 34 

Met Asn Ser Lys Ala Ser Met Leu Gly Thr Asn Phe Thr lie I le His 
15 10 15 



Pro Thr Val Phe Me Leu Leu Gly Me Pro Gly Leu Glu Gin Tyr His 
20 25 30 



Thr Trp Leu Ser Me Pro Phe Cys Leu Met Tyr I le Ala Ala Val Leu 
35 40 45 



Gly Asn Gly Ala Leu lie Leu Val Val Leu Ser Glu Arg Thr Leu His 
50 55 60 



Glu Pro Met Tyr Val Phe Leu Ser Met Leu Ala Gly Thr Asp Me Leu 
65 70 75 80 



Leu Ser Thr Thr Thr Val Pro Lys Thr Leu Ala Me Phe Trp Phe His 
85 90 95 



Ala Gly Glu Me Pro Phe Asp Ala Cys Me Ala Gin Met Phe Phe Me 
100 105 110 



His Val Ala Phe Val Ala Glu Ser Gly Me Leu Leu Ala Met Ala Phe 
115 120 125 
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Asp Arg Tyr Val Ala Me Cys Thr Pro Leu Arg Tyr Ser Ala Val Leu 
130 135 140 



Thr Pro Met Ala Me 6ly Lys Met Thr Leu Ala Me Trp Oly Arg Ser 
145 150 155 160 



Me 6ly Thr Me Phe Pro Me Me Phe Leu Leu Lys Arg Leu Ser Tyr 
165 170 175 



Cys Arg Thr Asn Val I le Pro His Ser Tyr Cys Glu His I le Gly Val 
180 185 190 



Ala Arg Leu Ala Cys Ala Asp I le Thr Val Asn I le Trp Tyr Gly Phe 
195 200 205 



Ser Val Pro Met Ala Ser Val Leu Val Asp Val Ala Leu Me Gly Me 
210 215 220 



Ser Tyr Thr Leu Me Leu Gin Ala Val Phe Arg Leu Pro Ser Gin Asp 
225 230 235 240 



Ala Arg His Lys Ala Leu Asn Thr Cys Gly Ser His Me Gly Val Me 
245 250 255 



Leu Leu Phe Phe Me Pro Ser Phe Phe Thr Phe Leu Thr His Arg Phe 
260 265 270 
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Gly Lys Asn lie Pro His His Val His lie Leu Leu Ala Asn Leu Tyr 
275 280 285 



Val Leu Val Pro Pro Met Leu Asn Pro lie lie Tyr Gly Ala Lys Thr 
290 295 300 



Lys Gin Me Arg Asp Ser Met Thr Arg Met Leu Ser Val Val Trp Lys 
305 310 315 320 



Ser 



<210> 35 

<211> 1267 

<212> DMA 

<213> Mus musculus 

<300> 

<308> AF121977 

<309> 1999-04-25 

<313> (1)..(1267) 



<220> 

<221 > tn i sc_f eature 

<222> (108).. (108) 

<223> n i s a, c. g, or t 

<220> 

<221> CDS 

<222> (172). . (1200) 
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<400> 35 

tctattgctc actgaaatat aaactagcaa catgaagaac atatgattga actatatcaa 60 

agaaacaaat ttttctaatc ataaatgacc atgaatcatt gaatttcnta agctgaagtt 120 

ctttcatgag gtaccacaca acagcatgtt cctgtacaca tgtaactacc t atg ttt 177 

Met Phe 
1 

tgt cat tta tat aat gag aac aat atg caa gtg gca ate ctg gat tec 225 
Cys His Leu Tyr Asn Glu Asn Asn Met Gin Val Ala Me Leu Asp Ser 
5 10 15 

att eta ata ect tct tat ttt tct ttc ctg aca gag atg gag cot gga 273 
lie Leu lie Pro Ser Tyr Phe Ser Phe Leu Thr Glu Met Glu Pro Gly 
20 25 30 

aac tac aca gtt gta aca gaa ttc att ctt tta ggg tta aca gat gat 321 
Asn Tyr Thr Val Val Thr Glu Phe lie Leu Leu Gly Leu Thr Asp Asp 
35 40 45 50 

att aca gte agt gtc att tta ttt gtt atg ttt eta ate gte tat tct 369 
ile Thr Val Ser Val Me Leu Phe Val Met Phe Leu Me Val Tyr Ser 
55 60 65 

gtt act tta atg ggt aac ttg aac ata att gtg eta ate aga ace ago 417 
Val Thr Leu Met Gly Asn Leu Asn ile lie Val Leu lie Arg Thr Ser 
70 . 75 80 

ect cag ctt cac acc ecc atg tac ctt ttc ctt age cat ttg gcc ttt 465 
Pro Gin Leu His Thr Pro Met Tyr Leu Phe Leu Ser His Leu Ala Phe 
85 90 95 

eta gae att ggg tac tec age tea gtt aca cec ate atg ctg agg ggc 513 
Leu Asp I le Gly Tyr Ser Ser Ser Val Thr Pro I le Met Leu Arg Gly 
100 105 110 
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ttt etc aga aag gga aca ttt ate cot gtg get ggc tgt gtg got caa 561 
Phe Leu Arg Lys Gly Thr Phe lie Pro Val Ala Gly Cys Val Ala Gin 
115 120 125 130 

etc tgt att gtg gtg gca ttt ggg aca tct gaa tot ttc ttg eta get 609 
Leu Cys lie Val Val Ala Phe Gly Thr Ser Glu Ser Phe Leu Leu Ala 
135 140 145 

toe atg gee tat gac cgc tat gtg gcc ate tge tea ect ttg etc tac 657 
Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Ser Pro Leu Leu Tyr 
150 155 160 

tea aca cag atg tee tee aca gte tge ate etc eta gtt gga act tee 705 
Ser Thr Gin Met Ser Ser Thr Val Cys lie Leu Leu Val Gly Thr Ser 
165 170 175 

tac eta ggt gga tgg gtg aat get tgg ata ttt act ggt tge tee tta 753 
Tyr Leu Gly Gly Trp Val Asn Ala Trp lie Phe Thr Gly Cys Ser Leu 
180 185 190 

aat ctg tea ttt tgt ggg cca aat aaa att aat cac ttt ttc tgt gac 801 
Asn Leu Ser Phe Cys Gly Pro Asn Lys He Asn His Phe Phe Cys Asp 
195 200 205 210 

tat tea cca eta ttg aag ctt tct tgt tct cat gac ttt tct ttt gaa 849 
Tyr Ser Pro Leu Leu Lys Leu Ser Cys Ser His Asp Phe Ser Phe Glu 
. 215 220 225 

gtc att cca gca ate tct teg gga tee ate att gtg gte act gtg ttt 897 
Val lie Pro Ala Me Ser Ser Gly Ser He He Val Val Thr Val Phe 
230 235 240 

ate att get ctg tct tat gte tac ate ett gtg tea ate ctg aag atg 945 
He He Ala Leu Ser Tyr Val Tyr He Leu Val Ser He Leu Lys Met 
245 250 255 
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cgc tct act gaa ggt cgc cag aag gcc ttc tec acc tgc act tec cac 993 
Arg Ser Thr Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Thr Ser His 
260 265 270 

etc act gea gtc act ctg ttc ttt ggg acc ate aca ttc att tat gtg 1041 
Leu Thr Ala Val Thr Leu Phe Phe Gly Thr lie Thr Phe Me Tyr Val 
275 280 285 290 

atg ccc cag tec age tac tec aca gac cag aac aaa gtg gtg tct gtg 1089 
Met Pro Gin Ser Ser Tyr Ser Thr Asp Gin Asn Lys Val Val Ser Val 
295 300 305 

ttt tac aca gtg gtg ate ccc atg ttg aat ccc etc ate tac agt ttc 1137 
Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu lie Tyr Ser Phe 
310 315 320 

aga aac aaa gag gtt aaa gaa gcc atg aaa aaa ctg att get aaa aca 1185 
Arg Asn Lys Glu Val Lys Glu Ala Met Lys Lys Leu lie Ala Lys Thr 
325 330 335 

cat tgg tgg tec tga aatatttgaa tttaeaaaca gtaaattetg ctettacagg 1240 
His Trp Trp Ser 
340 

taaatggeag tatactaagt aaattac 
1267 



<210> 36 

<211> 342 

<212> PRT 

<213> Mus musculus 

<400> 36 
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Met Phe Cys His Leu Tyr Asn Glu Asn Asn Met Gin Val Ala He Leu 
15 10 15 



Asp Ser He Leu lie Pro Ser Tyr Phe Ser Phe Leu Thr Glu Met Glu 
20 25 30 



Pro Gly Asn Tyr Thr Val Val Thr Glu Phe Me Leu Leu Gly Leu Thr 
35 40 45 



Asp Asp He Thr Val Ser Val He Leu Phe Val Met Phe Leu He Val 
50 55 60 



Tyr Ser Val Thr Leu Met Gly Asn Leu Asn He He Val Leu He Arg 
65 70 75 80 



Thr Ser Pro Gin Leu His Thr Pro Met Tyr Leu Phe Leu Ser His Leu 
85 90 95 



Ala Phe Leu Asp I le Gly Tyr Ser Ser Ser Val Thr Pro I le Met Leu 
100 105 110 



Arg Gly Phe Leu Arg Lys Gly Thr Phe He Pro Val Ala Gly Cys Val 
115 120 125 



Ala Gin Leu Cys He Val Val Ala Phe Gly Thr Ser Glu Ser Phe Leu 
130 135 140 
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Leu Ala Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Ser Pro Leu 
145 150 155 160 



Leu Tyr Ser Thr Gin Met Ser Ser Thr Val Cys lie Leu Leu Val Gly 
165 170 175 



Thr Ser Tyr Leu Gly Gly Trp Val Asn Ala Trp Me Phe Thr Gly Cys 
180 185 190 



Ser Leu Asn Leu Ser Phe Cys Gly Pro Asn Lys I le Asn His Phe Phe 
195 200 205 



Cys Asp Tyr Ser Pro Leu Leu Lys Leu Ser Cys Ser His Asp Phe Ser 
210 215 220 



Phe Glu Val lie Pro Ala Me Ser Ser Gly Ser Me Me Val Val Thr 
225 230 235 240 



Val Phe Me Me Ala Leu Ser Tyr Val Tyr Me Leu Val Ser Me Leu 
245 250 255 



Lys Met Arg Ser Thr Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Thr 
260 265 270 



Ser His Leu Thr Ala Val Thr Leu Phe Phe Gly Thr Me Thr Phe Me 
275 280 285 



182/214 



wo 2005/021744 



PCT/JP2004/009404 



Tyr Val Met Pro 61 n Ser Ser Tyr Ser Thr Asp Gin Asn Lys Val Val 
290 295 300 



Ser Val Phe Tyr Thr Val Val Me Pro Met Leu Asn Pro Leu lie Tyr 
305 310 315 320 



Ser Phe Arg Asn Lys Glu Val Lys Glu Ala Met Lys Lys Leu lie Ala 
325 330 335 



Lys Thr His Trp Trp Ser 
340 



<210> 37 

<211> 1120 

<212> DNA 

<213> Mus musculus 

<300> 

<308> API 21 979 

<309> 1999-04-25 

<313> (1)..(1120) 



<220> 

<221> CDS 

<222> (84).. (1040) 

<220> 

<221 > m i sc_f eature 

<222> (940) . . (940) 

<223> n is a, c, g, or t 
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<220> 

<221 > m i sc_f eature 

<222> (1083).. (1083) 

<223> n is a. c, g, or t 

<400> 37 

tgtcattatt agtgctgata aagtgttgtc aagtcctgtg agattccttc aaatgaatat 60 

gtccatcaga ggctcctgac aac atg tea oca ggc aac age tea tgg att eat 113 

Met Ser Pro Gly Asn Ser Ser Trp lie His 
1 5 10 

cct tct tec ttc ctg etc ttg gga ate oca gga ctg gaa gag ttg cag 161 
Pro Ser Ser Phe Leu Leu Leu Gly He Pro Gly Leu Glu Glu Leu Gin 
15 . 20 25 

ttc tgg ctt ggt ttg oca ttt gga aca gtc tat ctt att get gtc eta 209 
Phe Trp Leu Gly Leu Pro Phe Gly Thr Val Tyr Leu lie Ala Val Leu 
30 35 40 

ggg aat gtc ate att etc ttt gta ate tat eta gag eae age ctt eac 257 
Gly Asn Val Me lie Leu Phe Val Me Tyr Leu Glu His Ser Leu His 
45 50 55 

caa cot atg ttc tae tta etg gee ata ctg get gtt act gae ttg ggt 305 
Gin Pro Met Phe Tyr Leu Leu Ala Me Leu Ala Val Thr Asp Leu Gly 
60 65 70 

etg tct aca gea act gtt cec aga gea etc ggt ata ttc tgg ttt ggc 353 
Leu Ser Thr Ala Thr Val Pro Arg Ala Leu Gly Me Phe Trp Phe Gly 
75 80 85 90 

ttc cat aag att gee ttt agg gac tgt gta got caa atg ttt ttc ata 401 
Phe His Lys Me Ala Phe Arg Asp Cys Val Ala Gin Met Phe Phe Me 
95 100 105 
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cat ctg ttt aca ggc ate gaa aca ttc atg ctt gta got atg gcc ttt 449 
His Leu Phe Thr Gly Me Glu Thr Phe Met Leu Val Ala Met Ala Phe 
110 115 120 

gat cgc tac att gcc ate tgt aac ect etc cga tat aac act ate etc 497 
Asp Arg Tyr lie Ala lie Cys Asn Pro Leu Arg Tyr Asn Thr lie Leu 
125 130 135 

ace aac aga aca ate tge att att gtt gga gtt gga eta ttt aaa aat 545 
Thr Asn Arg Thr lie Cys Me Me Val Gly Val Gly Leu Phe Lys Asn 
140 145 150 

ttc att ttg gtt ttt cca ctt ata ttt etc att eta agg ctt tea ttc 593 
Phe Me Leu Va I Phe Pro Leu Me Phe Leu 1 1 e Leu Arg Leu Ser Phe 
155 160 165 170 

tgt gga cac aat ate ata cca cac aca tac tgt gag cac atg ggc att 641 
Cys Gly His Asn Me Me Pro His Thr Tyr Cys Glu His Met Gly Me 
175 180 185 

get cga ctg gca tge gte age ate aag gtt aat gta tta ttt gga tta 689 
Ala Arg Leu Ala Cys Val Ser Me Lys Val Asn Val Leu Phe Gly Leu 
190 195 200 

ata etc ata tet atg ata ctt ctg gat gtt gtt ttg agt get ctg tee 737 
Me Leu Me Ser Met Me Leu Leu Asp Val Val Leu Ser Ala Leu Ser 
205 210 215 

tat gcg aaa att ctt cat get gta ttt aaa etc cca tee tgg gaa gcc 785 
Tyr Ala Lys Me Leu His Ala Val Phe Lys Leu Pro Ser Trp Glu Ala 
220 225 230 

aga etc aaa get ctt aat aeo tgt ggt tec cat gtg tgt gtg ate ttg 833 
Arg Leu Lys Ala Leu Asn Thr Cys Gly Ser His Val Cys Val Me Leu 
235 240 245 250 



185/214 



wo 2005/021744 



PCT/JP2004/009404 



get ttc ttc act oca gcc ttt ttc tec tte ttg act eat ega ttt gga 881 
Ala Phe Phe Thr Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly 
255 260 265 

cae aat att oca cga tat ate eae ate etc ett get aae tta tat gtg 929 
His Asn lie Pro Arg Tyr lie His lie Leu Leu Ala Asn Leu Tyr Val 
. 270 275 280 

ate att eee eng get ett aae eet att att tat ggg gtg aga aee aaa 977 
lie lie Pro Xaa Ala Leu Asn Pro lie lie Tyr Gly Val Arg Thr Lys 
285 290 295 

eag ata caa gat cgt gcg gtg aca ata ttg tgc aac gag gtt gga cag 1025 
Gin lie Gin Asp Arg Ala Val Thr lie Leu Cys Asn Glu Val Gly Gin 
300 305 310 

ctg gca gae gae tag tatgtettet aatagtetet tteettecta agaggactac 1080 

Leu Ala Asp Asp 

315 

tgntttgtaa gcttgeatae gtggaaeaea ttaeaeaatg 1 1 20 



<210> 38 

<211> 318 

<212> PRT 

<213> Ullus museulus 

<220> 

<221 > m i se_f eature 

<222> (286) . . (286) 

<223> The 'Xaa' at location 286 stands for Gin, Arg, Pro. or Leu. 

<400> 38 

Met Ser Pro Gly Asn Ser Ser Trp lie His Pro Ser Ser Phe Leu Leu 
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10 



15 



Leu Gly He Pro Gly Leu Glu Glu Leu Gin Phe Trp Leu Gly Leu Pro 
20 25 30 



Phe Gly Thr Val Tyr Leu lie Ala Val Leu Gly Asn Val Me Me Leu 
35 40 45 



Phe Val Me Tyr Leu Glu His Ser Leu His Gin Pro Met Phe Tyr Leu 
50 55 60 



Leu Ala Me Leu Ala Val Thr Asp Leu Gly Leu Ser Thr Ala Thr Val 
65 70 75 80 



Pro Arg Ala Leu Gly Me Phe Trp Phe Gly Phe His Lys lie Ala Phe 
85 90 95 



Arg Asp Cys Val Ala Gin Met Phe Phe Me His Leu Phe Thr Gly Me 
100 105 110 



Glu Thr Phe Met. Leu Val Ala Met Ala Phe Asp Arg Tyr Me Ala Me 
115 120 125 



Cys Asn Pro Leu Arg Tyr Asn Thr 1 1 e Leu Thr Asn Arg Thr 1 1 e Cys 
130 135 140 



Me Me Val Gly Val Gly Leu Phe Lys Asn Phe Me Leu. Val Phe Pro 



187/214 



wo 2005/021744 



PCT/JP2004/009404 



145 



150 



155 



160 



Leu lie Phe Leu lie Leu Arg Leu Ser Phe Cys 6ly His Asn lie lie 
165 170 175 



Pro His Thr Tyr Cys Glu His Met Giy Me Ala Arg Leu Ala Cys Val 
180 185 190 



Ser lie Lys Val Asn Val Leu Phe Gly Leu lie Leu lie Ser Met Me 
195 200 205 



Leu Leu Asp Val Val Leu Ser Ala Leu Ser Tyr Ala Lys Me Leu His 
210 215 220 



Ala Val Phe Lys Leu Pro Ser Trp Glu Ala Arg Leu Lys Ala Leu Asn 
225 230 235 240 



Thr Cys Gly Ser His Val Cys Val lie Leu Ala Phe Phe Thr Pro Ala 
245 250 255 



Phe Phe Ser Phe. Leu Thr His Arg Phe Gly His Asn lie Pro Arg Tyr 
260 265 270 



Me His lie Leu Leu Ala Asn Leu Tyr Val lie Me Pro Xaa Ala Leu 
275 280 285 



Asn Pro Me Me Tyr Gly Val Arg Thr Lys Gin I le Gin Asp Arg Ala 
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290 295 300 



Val Thr lie Leu Cys Asn Glu Val Gly Gin Leu Ala Asp Asp 

305 310 315 

<210> 39 

<211> 2333 

<212> DMA 

<213> Mus musculus 

<300> 

<308> M36778 

<309> 1995-08-22 

<313> (1)..(2333) 



<220> 

<221> CDS 

<222> (24).. (1088) 

<400> 39 

gctgtggcag ggaaggggcc acc atg gga tgt acg ctg age gca gag gag aga 53 

Met. Gly Cys Thr Leu Ser Ala Glu Glu Arg 
1 5 10 

gcc gcc etc gag egg age aag gcg att gag aaa aac etc aaa gaa gat 101 
Ala Ala Leu Glu Arg Ser Lys Ala lie Glu Lys Asn Leu Lys Glu Asp 
15 20 25 

ggc ate age gee gee aaa gae gtg aaa tta etc ctg ctg ggg get gga 149 
Gly lie Ser Ala Ala Lys Asp Val Lys Leu Leu Leu Leu Gly Ala Gly 
30 35 40 

gaa tea gga aaa age aec att gtg aag eag atg aag ate ate cat gaa 197 
Glu Ser Gly Lys Ser Thr lie Val Lys Gin Met Lys lie Me His Glu 
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45 50 55 

gat ggc ttc tot ggg gaa gac gtg aag cag tac aag cct gtg gtc tac 245 
Asp eiy Phe Ser Gly Glu Asp Val Lys Gin Tyr Lys Pro Val Val Tyr 
60 65 70 

age aac acc ate cag tct ctg gcg gcc att gtc egg gee atg gac act 293 
Ser Asn Thr lie Gin Ser Leu Ala Ala lie Val Arg Ala Met Asp Thr 
75 80 85 90 

ttg ggc gtg gag tat ggt gac aag gag agg aag acg gac tec aag atg 341 
Leu Gly Val Glu Tyr Gly Asp Lys Glu Arg Lys Thr Asp Ser Lys Met 
95 100 105 

gtg tgt gac gtg gtg agt cgt atg gaa gac act gaa ccg ttc tct gca 389 
Val Cys Asp Val Val Ser Arg Met Glu Asp Thr Glu Pro Phe Ser Ala 
110 115 120 

gaa ctt ctt tct gcc atg atg cga etc tgg ggc gac teg ggg ate cag 437 
Glu Leu Leu Ser Ala Met Met Arg Leu Trp Giy Asp Ser Gly I le Gin 
125 130 135 

gag tgc ttc aac cga tct egg gag tat cag etc aat gac tct gcc aaa 485 
Glu Cys Phe Asn Arg Ser Arg Glu Tyr Gin Leu Asn Asp Ser Ala Lys 
140 145. 150 

tac tac ctg gac age ctg gat egg att gga gee ggt gac tac cag cec 533 
Tyr Tyr Leu Asp. Ser Leu Asp Arg He Gly Ala Gly Asp Tyr Gin Pre 
155 160 165 170 

act gag cag gac ate etc cga acc aga gtc aaa aca act ggc ate gta 581 
Thr Glu Gin Asp I le Leu Arg Thr Arg Val Lys Thr Thr Gly lie Val 
175 180 185 

gaa acc cae ttc acc ttc aag aac etc cae ttc agg ctg ttt gac gtc 629 
Glu Thr His Phe Thr Phe Lys Asn Leu His Phe Arg Leu Phe Asp Val 
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190 195 200 

ggg ggc cag cga tct gaa cgc aag aag tgg ate cac tgc ttt gag gat 677 
Gly eiy Gin Arg Ser Glu Arg Lys Lys Trp lie His Cys Phe Glu Asp 
205 210 215 



gtc acg gcc. ate ate tte tgt gtc gca etc age ggc tat gao cag gtg 
Val Thr Ala lie lie Phe Cys Val Ala Leu Ser Gly Tyr Asp Gin Val 
220 225 230 



725 



etc cac gag gac gaa ace acg aac cgc atg cac gaa tec ctg aag etc 773 
Leu His Glu Asp Glu Thr Thr Asn Arg Met His Glu Ser Leu Lys Leu 
235 240 245 250 

ttc gac age ate tgc aac aac aag tgg tte aca gac aca tct att ate 821 
Phe Asp Ser lie Cys Asn Asn Lys Trp Phe Thr Asp Thr Ser Me I le 
255 260 265 

ctg ttt etc aac aag aag gac ata ttt gag gag aag ate aag aag tec 869 
Leu Phe Leu Asn Lys Lys Asp I le Phe Glu Glu Lys Me Lys Lys Ser 
270 275 280 

cea etc ace ate tgc ttt ect gaa tac aca ggc cce agt gee ttc aca 917 
Pro Leu Thr Me Cys Phe Pro Glu Tyr Thr Gly Pro Ser Ala Phe Thr 
285 290 295 

gaa get gtg get cac ate caa ggg cag tat gag agt aag aat aag tea 965 
Glu Ala Val Ala. His Me Gin Gly Gin Tyr Glu Ser Lys Asn Lys Ser 
300 305 310 

get cac aag gaa gtc tac age cat gtc ace tgt gcc acg gac acc aac 1013 
Ala His Lys Glu Val Tyr Ser His Val Thr Cys Ala Thr Asp Thr Asn 
315 320 325 330 

aac ate caa ttc gtc ttt gat gee gtg aca gat gtc ate ate gee aaa 1061 
Asn Me Gin Phe Val Phe Asp Ala Val Thr Asp Val lie Me Ala Lys 
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335 340 345 

aac eta egg ggo tgt gga etc tae tga gocctggcct cctacccagc 1108 
Asn Leu Arg 6ly Oys Gly Leu Tyr 
350 

etgccaetca ctcctoccct ggacccagag ctetgtcact gctcagatgc cctgttaact 1168 

gaagaaaacc tggaggctag ccttggggge aggaggaggc atcctttgag eatccccace 1228 

ccaceeaact teagectegt gaeacgtggg aacagggttg ggcagaggtg tggaaeagea 1288 

caaggecaga gaceacggea tgccacttgg gtgctgctca ctggtcagct gtgtgtetta 1348 

cacagaggcc gagtgggcaa cactgccatc tgattcagaa tgggcatgcc ctgtcctctg 1408 

tacctcttgt tcagtgtcct ggtttctctt ccaccttggt gataggatgg ctggcaggaa 1468 

ggccceatgg aaggtgctgo ttgattaggg gatagtcgat ggcatctcto agcagtcotc 1528 

agggtctgtt tggtagaggg tggtttegtc gaeaaaagcc aacatggaat eaggccactt 1588 

ttggggcgca aagaeteaga ctttggggae gggttccctc ctccttcact ttggatettg 1648 

geccetetet ggtcatctto ccttgeoctt gggetcceca ggataeteag ccctgactec 1708 

catggggttg ggaatattec ttaagactgg ctgactgcaa aggtcaccga tggagaaaca 1 768 

tecctgtgct acagaattgg gggtgggaea gctgaggggg caggcggetc tttectgata 1828 

gttgatgaca agccctgaga atgccatetg ctggctccac tcacacgggc tcaaetgtce 1888 

tgggtgatag tgacttgcoa ggccacaggc tgcaggtcac agacagagca ggcaagoagc 1948 

cttgcaactg cagattactt agggagaago atcggggcct cgtgagcoag gocccgtagc 2008 
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cagtgccctg ctttactcca gccttggtca ggaagtcgaa agcccttggt gtattcctgg 2068 

tctcggagca aataatgagc cagcaccctg aagggtgggc tccaactcag acatgcagcc 2128 

agccccctag gtgggtaaac gccctaggga cctagggaga gcctttgctg cagagattcc 2188 

taagcaaaac ggcgtggtgg agctttggca accctagccc cagctaactt tggacagtca 2248 

gcatatgtcc ctgccatccc tagacatctc cagtcagctg gtatcacagc cagtggttca 2308 
gacaggtttg aatgctcatg tggca 



2333 




<210> 


40 


<211> 


354 


<212> 


PRT 


<213> 


Mus musculus 



<400> 40 

Met Gly Cys Thr Leu Ser Ala Glu Glu Arg Ala Ala Leu Glu Arg Ser 
15 10 15 



Lys Ala lie Glu Lys Asn Leu Lys Glu Asp Gly lie Ser Ala Ala Lys 
20 25 30 



Asp Val Lys Leu Leu Leu Leu Gly Ala Gly Glu Ser Gly Lys Ser Thr 
35 40 45 



He Val Lys Gin Met Lys lie lie His Glu Asp Gly Phe Ser Gly Glu 
50 55 . 60 
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Asp Val Lys Gin Tyr Lys Pro Val Val Tyr Ser Asn Thr lie Gin Ser 
65 70 75 80 



Leu Ala Ala He Val Arg Ala Met Asp Thr Leu Gly Val Giu Tyr Gly 
85 90 95 



Asp Lys Glu Arg Lys Thr Asp Ser Lys Met Vai Cys Asp Val Val Ser 
100 105 110 



Arg Met Glu Asp Thr Glu Pro Phe Ser Ala Glu Leu Leu Ser Ala Met 
115 120 125 



Met Arg Leu Trp Gly Asp Ser Gly lie Gin Glu Cys Phe Asn Arg Ser 
130 135 140 



Arg Glu Tyr Gin Leu Asn Asp Ser Ala Lys Tyr Tyr Leu Asp Ser Leu 
145 150 155 160 



Asp Arg lie Gly Ala Gly Asp Tyr Gin Pro Thr Glu Gin Asp lie Leu 
165 170 175 



Arg Thr Arg Val Lys Thr Thr Gly Me Val Glu Thr His Phe Thr Phe 
180 185 190 



Lys Asn Leu His Phe Arg Leu Phe Asp Val Gly Gly Gin Arg Ser Glu 
195 200 205 
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Arg Lys Lys Trp lie His Cys Phe Glu Asp Val Thr Ala I le lie Phe 
210 215 220 



Cys Val Ala Leu Ser Gly Tyr Asp 6ln Val Leu His Glu Asp Glu Thr 
225 230 235 240 



Thr Asn Arg Met His Glu Ser Leu Lys Leu Phe Asp Ser lie Cys Asn 
245 250 255 



Asn Lys Trp Phe Thr Asp Thr Ser lie lie Leu Phe Leu Asn Lys Lys 
260 265 270 



Asp lie Phe Glu Glu Lys lie Lys Lys Ser Pro Leu Thr lie Cys Phe 
275 280 285 



Pro Glu Tyr Thr Gly Pro Ser Ala Phe Thr Glu Ala Val Ala His lie 
290 295 300 



Gin Gly Gin Tyr Glu Ser Lys Asn Lys Ser Ala His Lys Glu Val Tyr 
305 310 315 320 



Ser His Val Thr Cys Ala Thr Asp Thr Asn Asn Me Gin Phe Val Phe 
325 330 335 



Asp Ala Val Thr Asp Val Me Me Ala Lys Asn Leu Arg Gly Cys Gly 
340 345 350 
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Leu Tyr 



<210> 41 

<211> 1135 

<212> DNA 

<213> Mus musculus 

<300> 

<308> M87286 

<309> 1993-04-27 
<313> (1)..(1135) 



<220> 

<221> CDS 

<222> (41).. (1063) 

<400> 41 

gctcttcact tgagacgcct gagggaaacc accaggcagg atg age gag ctg gag 55 

Met Ser Glu Leu Glu 
1 5 

cag ctg agg cag gag get gaa eag ett egg aat cag ate eag gat get 103 
Gin Leu Arg Gin Glu Ala Glu Gin Leu Arg Asn Gin He Gin Asp Ala 
10 15 20 

egg aag gcc tgc aac gat goc acg ctg gtt cag ate acg tct aat atg 151 
Arg Lys Ala Cys Asn Asp Aia Thr Leu Val Gin lie Thr Ser Asn Met 
25 30 35 

gac tec gtg ggc cga ata caa atg cga aca agg cgc acg ctg cgt ggc 199 
Asp Ser Val Gly Arg He Gin Met Arg Thr Arg Arg Thr Leu Arg Gly 
40 45 50 
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cac etc get aag ate tae gee atg eac tgg gga tat gat tec agg eta 247 
His Leu Ala Lys I le Tyr Ala Met His Trp 6ly Tyr Asp Ser Arg Leu 
55 60 65 

eta gtc agt get teg caa gat gga aaa tta att att tgg gat age tat 295 
Leu Val Ser Ala Ser Gin Asp Gly Lys Leu lie lie Trp Asp Ser Tyr 
70 75 80 85 

acg aca aat aag atg cac gcc ate cct ctg agg tec tec tgg gtg atg 343 
Thr Thr Asn Lys Met His Ala lie Pro Leu Arg Ser Ser Trp Val Met 
90 95 100 

acc tgt gcc tac gcc ccg tec ggg aac tac gtt gcc tgt gga ggc ttg 391 
Thr Cys Ala Tyr Ala Pro Ser Gly Asn Tyr Val Ala Cys Gly Gly Leu 
105 110 115 

gat aac ate tgc tec ata tac aac eta aag acc cga gag gga gat gtg 439 
Asp Asn Me Cys Ser He Tyr Asn Leu Lys Thr Arg Glu Gly Asp Val 
120 125 130 

egg gtg age cga gaa ttg gea gga cac acg ggc tac ttg tec tgc tgc 487 
Arg Val Ser Arg Glu Leu Ala Gly His Thr Gly Tyr Leu Ser Cys Cys 
135 140 145 

cga tte tta gat gat gga caa ate att aca agt teg gga gae acg act 535 
Arg Phe Leu Asp Asp Gly Gin lie Me Thr Ser Ser Gly Asp Thr Thr 
150 155 160 165 

tgt get ttg tgg gae att gag acc gga cag cag act acg acc tte aca 583 
Cys Ala Leu Trp Asp Me Glu Thr Gly Gin Gin Thr Thr Thr Phe Thr 
170 175 180 

gga cac teg ggt gae gtg atg age etc tea ctg agt cct gae ttg aag 631 
Gly His Ser Gly Asp Val Met Ser Leu Ser Leu Ser Pro Asp Leu Lys 
185 190 195 
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acg ttt gtg tot ggt get tgt gat gca tec tea aag ctg tgg gat ate 679 
Thr Phe Val Ser Gly Ala Cys Asp Ala Ser Ser Lys Leu Trp Asp lie 
200 205 210 

cga gat ggg atg tgt aga cag tot ttc aoc gga cao ate tea gae ate 727 
Arg Asp Gly Met Cys Arg Qln Ser Phe Thr Gly His Me Ser Asp lie 
215 220 225 

aac get gto agt tte tte ceg agt gga tat gee ttt gee act ggt tet 775 
Asn Ala Val Ser Phe Phe Pro Ser Gly Tyr Ala Phe Ala Thr Gly Ser 
230 235 240 245 

gat gat gee aca tgc cga etc ttt gac etc cgt gca gae cag gag etc 823 
Asp Asp Ala Thr Cys Arg Leu Phe Asp Leu Arg Ala Asp Gin Glu Leu 
250 255 260 

ctg eta tae tet eat gac aat ate ate tgt gge att act tct gtg gee 871 
Leu Leu Tyr Ser His Asp Asn lie Me Cys Gly Me Thr Ser Val Ala 
265 270 275 

ttc tea aag agt ggg ego cte otg tta gee ggc tat gac gac ttc aac 919 
Phe Ser Lys Ser Gly Arg Leu Leu Leu Ala Gly Tyr Asp Asp Phe Asn 
280 285 290 

tgc agt gtg tgg gae get ctg aaa gga ggc egg tea ggt gto ett get 967 
Cys Ser Val Trp Asp Ala Leu Lys Gly Gly Arg Ser Gly Val Leu Ala 
295 300 305 

ggt cat gac aac cgt gtt age tgc tta ggt gtg act gat gac ggc atg 1015 
Gly His Asp Asn Arg Val Ser Cys Leu Gly Val Thr Asp Asp Gly Met 
310 315 320 325 

get gtg gee act ggc tec tgg gac agt ttt ett aga ate tgg aat tga 1063 
Ala Val Ala Thr Gly Ser Trp Asp Ser Phe Leu Arg Me Trp Asn 
330 335 340 
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gtgccatatt ttctgttctc caatgatacc tggagaaatc cgtgttacag octatagctg 1123 



tgaggaaaaa aa 
1135 



<210> 42 

<211> 340 

<212> PRT 

<213> Mus musculus 



<400> 42 

Met Ser Glu Leu Glu Gin Leu Arg Gin Glu Ala Glu Gin Leu Arg Asn 
15 10 15 



Gin I le Gin Asp Ala Arg Lys Ala Oys Asn Asp Ala Thr Leu Val Gin 
20 25 30 



I le Thr Ser Asn Met Asp Ser Val Gly Arg I le Gin Met Arg Thr Arg 
35 40 45 



Arg Thr Leu Arg Gly His L6u Ala Lys lie Tyr Ala Met His Trp Gly 
50 55 60 



Tyr Asp Ser Arg Leu Leu Val Ser Ala Ser Gin Asp Gly Lys Leu Me 
65 70 75 80 



lie Trp Asp Ser Tyr Thr Thr Asn Lys Met His Ala Me Pro Leu Arg 
85 90 95 
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Ser Ser Trp Val Met Thr Cys Ala Tyr Ala Pro Ser 6ly Asn Tyr Val 
100 105 110 



Ala Cys Gly Gly Leu Asp Asn lie Cys Ser I le Tyr Asn Leu Lys Thr 
115 120 125 



Arg Glu Gly Asp Val Arg Val Ser Arg Glu Leu Ala Gly His Thr Gly 
130 135 140 



Tyr Leu Ser Cys Cys Arg Phe Leu Asp Asp Gly Gin lie lie Thr Ser 
145 150 155 160 



Ser Gly Asp Thr Thr Cys Ala Leu Trp Asp lie Glu Thr Gly Gin Gin 
165 170 175 



Thr Thr Thr Phe Thr Gly His Ser Gly Asp Val Met Ser Leu Ser Leu 
180 185 190 



Ser Pro Asp Leu Lys Thr Phe Val Ser Gly Ala Cys Asp Ala Ser Ser 
195 200 205 



Lys Leu Trp Asp lie Arg Asp Gly Met Cys Arg Gin Ser Phe Thr Gly 
210 215 220 



His lie Ser Asp lie Asn Ala Val Ser Phe Phe Pro Ser Gly Tyr Ala 
225 230 235 240 
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Phe Ala Thr 61 y Ser Asp Asp Ala Thr Cys Arg Leu Phe Asp Leu Arg 
245 250 255 



Ala Asp Gin Glu Leu Leu Leu Tyr Ser His Asp Asn Me lie Cys Gly 
260 265 270 



le Thr Ser Val Ala Phe Ser Lys Ser Gly Arg Leu Leu Leu Ala Gly 
275 280 285 



Tyr Asp Asp Phe Asn Cys Ser Val Trp Asp Ala Leu Lys Gly Gly Arg 
290 295 300 



Ser Gly Val Leu Ala Gly His Asp Asn Arg Val Ser Cys Leu Gly Val 
305 310 315 320 



Thr Asp Asp Gly Met Ala Val Ala Thr Gly Ser Trp Asp Ser Phe Leu 
325 330 335 



Arg 1 1 e Trp Asn 
340 



<210> 43 

<211> 307 

<212> DMA 

<213> Mus musculus 

<300> 
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<308> U37527 
<309> 1997-12-30 
<313> (1)..(307) 



<220> 

<221> CDS . 
<222> (40) : . (267) 

<400> 43 

tccaagctgc tgtaccacct ctoagcaggg agtgcagga atg aag gaa ggc atg 54 

Met Lys Glu Gly Met 
1 5 

tct aat aac age acc acc age ate tec cag gee agg aaa gee gtg gag 102 
Ser Asn Asn Ser Thr Thr Ser lie Ser Gin Ala Arg Lys Ala Val Glu 
10 15 20 

cag otg aag atg gaa gcc tgc atg gac agg gtg aag gtc too cag get 150 
Gin Leu Lys Met Glu Ala Cys Met Asp Arg Val Lys Val Ser Gin Ala 
25 30 35 

gcc tea gac etc ctg gcc tac tgt gaa gcc cac gtg egg gag gac ccc 198 
Ala Ser Asp Leu Leu Ala Tyr Cys Glu Ala His Val Arg Glu Asp Pro 
40 45 50 

etc ate ate eca gtg cct gee tea gaa aac ccc ttc egg gag aag aag 246 
Leu lie lie Pro Val Pro Ala Ser Glu Asn Pro Phe Arg Glu Lys Lys 
55 60 65 

ttc ttc tgc acc ate cte taa cacccatgge gatgaagegg gecctttcet 297 
Phe Phe Cys Thr lie Leu 
70 75 

gctgtaacag 
307 
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<210> 44 

<211> 75 

<212> PRT 

<213> Mus musculus 

<400> 44 

Met Lys Glu 6ly Met Ser Asn Asn Ser Thr Thr Ser lie Ser 6ln Ala 
1 5 10 15 



Arg Lys Ala Val Glu Gin Leu Lys Met Glu Ala Cys Met Asp Arg Val 
20 25 30 



Lys Val Ser Gin Ala Ala Ser Asp Leu Leu Ala Tyr Cys Glu Ala His 
35 40 45 



Val Arg Glu Asp Pro Leu Me lie Pro Val Pro Ala Ser Glu Asn Pro 
50 55 60 



Phe Arg Glu Lys Lys Phe Phe Cys Thr I le Leu 
65 70 75 



<210> 45 

<211> 2666 

<212> DMA 

<213> Mus musculus 

<300> 

<308> BC023729 
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<309> 2003-04-16 
<313> (1)..(2666) 



<220> 

<221> CDS 

<222> (252).. (2219) 

<400> 45 

ccacgcgtcc ggccccagcg caacgcgcag cagcctccct cctcttcttc ccgcactgtg 60 

cgctcctcct gggctagggc gtctggatcg agtcccggag gctaccgcct cccagacaga 120 

cgacaggtca cctggacgcg agcctgtgtc cgggtctcgt cgttgccggc gcagtcactg 180 

ggcacaaccg tgggactccg tctgtctcgg attaatcccg gagagccaga gccaacctct 240 

cccggtcaga g atg cga ccc tea ggg acc gcg aga acc aca ctg otg gtg 290 
Met Arg Pro Ser Gly Thr Ala Arg Thr Thr Leu Leu Val 
1 5 10 

ttg ctg acc gcg etc tgc goo gca ggt ggg gcg ttg gag gaa aag aaa 338 
Leu Leu Thr Ala Leu Cys Ala Ala Gly Gly Ala Leu Glu Glu Lys Lys 
15 20 25 



gtc tgc caa ggc aca agt aac agg etc acc caa ctg ggc act ttt gaa 386 
Val Cys Gin Gly Thr Ser Asn Arg Leu Thr Gin Leu Gly Thr Phe Glu 
30 35 40 45 



gac cac ttt ctg age ctg cag agg atg tec aac aac tgt gaa gtg gtc 434 
Asp His Phe Leu Ser Leu Gin Arg Met Tyr Asn Asn Cys Glu Val Val 
50 55 60 

ctt ggg aac ttg gaa att acc tat gtg caa agg aat tac gac ctt tec 482 
Leu Gly Asn Leu Glu lie Thr Tyr Val Gin Arg Asn Tyr Asp Leu Ser 
65 70 75 
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ttc tta aag acc ate cag gag gtg gcc ggc tat gtc etc att gcc etc 530 
Phe Leu Lys Thr lie Gin Glu Val Ala Gly Tyr Val Leu lie Ala Leu 
80 85 90 

aac ace gtg gag aga ate cet ttg gag aac ctg eag ate ate agg gga 578 
Asn Thr Val. Glu Arg lie Pro Leu Glu Asn Leu Gin lie lie Arg Gly 
95 100 105 

aat get ett tat gaa aac acc tat gcc tta gee ate etg tee aac tat 626 
Asn Ala Leu Tyr Glu Asn Thr Tyr Ala Leu Ala lie Leu Ser Asn Tyr 
110 115 120 125 

ggg aca aac aga act ggg ctt agg gaa ctg ccc atg egg aac tta cag 674 
Gly Thr Asn Arg Thr Gly Leu Arg Glu Leu Pro Met Arg Asn Leu Gin 
130 135 140 

gaa ate etg att ggt get gtg cga ttc age aac aac ccc ate etc tgc 722 
Glu Me Leu lie Gly Ala Val Arg Phe Ser Asn Asn Pro lie Leu Oys 
145 150 155 

aat atg gat act ate cag tgg agg gae ate gtc eaa aac gtc ttt atg 770 
Asn Met Asp Thr I le Gin Trp Arg Asp 1 ie Val Gin Asn Val Phe Met 
160 165 170 

age aac atg tea atg gac tta cag age cat ceg age agt tgc eee aaa 818 
Ser Asn Met Ser Met Asp Leu Gin Ser His Pro Ser Ser Oys Pro Lys 
175 180 185 

tgt gat eca age tgt ccc aat gga age tgc tgg gga gga gga gag gag 866 
Oys Asp Pro Ser Cys Pro Asn Gly Ser Cys Trp Gly Gly Gly Glu Glu 
190 195 200 205 

aac tge eag aaa ttg acc aaa ate ate tgt gee eag eaa tgt tec eat 914 
Asn Cys Gin Lys Leu Thr Lys lie lie Cys Ala Gin Gin Cys Ser His 
210 215 220 
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cgc tgt cgt ggc agg tec ccc agt gac tgc tgc cac aac caa tgt get 962 
Arg Cys Arg Gly Arg Ser Pro Ser Asp Cys Cys His Asn Gin Cys Ala 
225 230 235 

gcg ggg tgt aea ggg cec ega gag agt gae tgt etg gte tgc eaa aag 1010 
Ala Gly Cys Thr Gly Pro Arg Glu Ser Asp Cys Leu Val Cys Gin Lys 
240 245 250 

tto caa gat gag gcc aca tgc aaa gac ace tgc cca cca etc atg etg 1058 
Phe Gin Asp Glu Ala Thr Cys Lys Asp Thr Cys Pro Pro Leu Met Leu 
255 260 265 

tae aac ccc acc acc tat cag atg gat gte aac cct gaa ggg aag tac 1106 
Tyr Asn Pro Thr Thr Tyr Gin Met Asp Val Asn Pro Glu Gly Lys Tyr 
270 275 280 285 

age ttt ggt gee aee tgt gtg aag aag tgc eec ega aac tac gtg gtg 1154 
Ser Phe Gly Ala Thr Cys Val Lys Lys Cys Pro Arg Asn Tyr Val Val 
290 295 300 

aca gat cat ggc tea tgt gte ega gee tgt ggg cct gae tac tae gaa 1202 
Thr Asp His Gly Ser Cys Val Arg Ala Cys Gly Pro Asp Tyr Tyr Glu 
305 310 315 



gtg gaa gaa gat ggc ate cgc aag tgt aaa aaa tgt gat ggg cee tgt 
Val Glu Glu Asp Gly lie Arg Lys Cys Lys Lys Cys Asp Gly Pro Cys 
320 325 330 



tee ata aat get aea aae ate aaa eae tte aaa tac tgc act gee ate 
Ser Me Asn Ala Thr Asn lie Lys His Phe Lys Tyr Cys Thr Ala Me 
350 355 360 365 



1250 



cgc aaa gtt tgt aat ggc ata ggc att ggt gaa ttt aaa gac aca etc 1298 
Arg Lys Val Cys Asn Gly lie Gly Me Gly Glu Phe Lys Asp Thr Leu 
335 340 345 



1346 
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age ggg gac ctt cac ate ctg oca gtg gcc ttt aag ggg gat tct ttc 
Ser Gly Asp Leu His Me Leu Pro Val Ala Phe Lys Gly Asp Ser Phe 
370 375 380 



1394 



acg cgc act cot cot ota gac oca cga gaa eta gaa att eta aaa ace 1442 
Thr Arg Thr Pro Pro Leu Asp Pro Arg Glu Leu Glu Me Leu Lys Thr 
385 390 395 

gta aag gaa ata aca ggc ttt ttg ctg att cag got tgg cct gat aac 1490 
Val Lys Glu Me Thr Gly Phe Leu Leu Me Gin Ala Trp Pro Asp Asn 
400 405 410 

tgg aet gac etc cat get ttc gag aac eta gaa ata ata cgt ggc aga 1538 
Trp Thr Asp Leu His Ala Phe Glu Asn Leu Glu Me Me Arg Gly Arg 
415 420 425 

aca aag eaa eat ggt cag ttt tot ttg gog gte gtt ggc ctg aac ate 1586 
Thr Lys Gin His Gly Gin Phe Ser Leu Ala Val Val Gly Leu Asn Me 
430 435 440 445 

aca tea ctg ggg ctg cgt tec etc aag gag ate agt gat ggg gat gtg 1634 
Thr Ser Leu Gly Leu Arg Ser Leu Lys Glu Me Ser Asp Gly Asp Val 
450 455 460 

ate att tct gga aac cga aat ttg tgc tac gea aac aca ata aac tgg 1682 
lie Me Ser Gly Asn Arg Asn Leu Cys Tyr Ala Asn Thr lie Asn Trp 
465. 470 475 

aaa aaa etc ttc ggg aca cec aat cag aaa ace aaa ate atg aac aac 1730 
Lys Lys Leu Phe Gly Thr Pro Asn Gin Lys Thr Lys Me Met Asn Asn 
480 485 490 

aga get gag aaa gac tge aag gee gtg aac eac gte tgc aat cot tta 1778 
Arg Ala Glu Lys Asp Cys Lys Ala Val Asn His Val Cys Asn Pro Leu 
495 500 505 
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tgc tec teg gaa ggc tgc tgg ggc cct gag coe agg gac tgt gtc tec 
Cys Ser Ser Glu 6ly Cys Trp eiy Pre Glu Pro Arg Asp Cys Val Ser 

515 520 525 



ctg gag ggg gaa cca agg gag ttt gtg gaa aat tet gaa tgc ate cag 
Leu Glu Gly Glu Pro Arg Glu Phe Val Glu Asn Ser Glu Cys lie Gin 
645 550 555 



gee aac tgt ace tat gga tgt got ggg cca ggt ctt caa gga tgt gaa 
Ala Asn Cys Thr Tyr Gly Cys Ala Gly Pro Gly Leu Gin Gly Cys Glu 
625 630 635 

gtg tgg cca tct ggg tae gtt caa tgg cag tgg ate tta aag ace ttt 
Val Trp Pro Ser Gly Tyr Val Gin Trp Gin Trp lie Leu Lys Thr Phe 
640 645 650 



1826 



tgc cag aat gtg age aga ggc agg gag tgc gtg gag aaa tgc aac ate 1874 
Cys Gin Asn Val Ser Arg Gly Arg Glu Cys Val Glu Lys Cys Asn Me 
530 535 



1922 



tgc oat cca gaa tgt ctg ccc cag gee atg aac ate acc tgt aca ggc 1970 
Cys His Pro Glu Cys Leu Pro Gin Ala Met Asn lie Thr Cys Thr Gly 
560 565 570 

agg gga cca gac aac tgc ate cag tgt gee cac tae att gat ggc cca 2018 
Arg Gly Pro Asp Asn Cys I le Gin Cys Ala His Tyr Me Asp Gly Pro 
575 580 585 

cac tgt gtc aag acc tgc cca get ggc ate atg gga gag aac aac act 2066 
His Cys Val Lys Thr Cys Pro Ala Gly I le Met Gly Glu Asn Asn Thr 

595 600 605 

ctg gtc tgg aag tat gca gat gee aat aat gtc tgc cac eta tgc cac 2114 
Leu Val Trp Lys Tyr Ala Asp Ala Asn Asn Val Cys His Leu Cys His 
.610 615 620 



2162 



2210 
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tgg ate taa gaccagaagc catctctgao tcccctotca ccttccagtt 2259 
Trp lie 

655 

tcttccaaat cctctgggcc agccagaggt ctcagattct gccctcttgc cctgtgcoca 2319 

ccttgttgac cactggacag catatgtgat ggctactgct agtgccagct tcacaagagg 2379 

ttaacactac ggactagcca ttcttcctat gtatctgttt ctgcaaatac agccgcttta 2439 

cttaagtctc agcacttctt agtctcctct tttcctctca gtagcccaag gggtcatgtc 2499 

acaaacatgg tgtgaagggc tactttgtca aatgaaaagg tctatcttgg ggggcatttt 2559 

tttcttttct ttttttcttg aaacacattg cccagcaaag ccaataaatt tctctcatca 2619 
ttttgtttct gataaattct tactattgat aaaaaaaaaa aaaaaaa 



<210> 46 

<211> 655 

<212> PRT 

<213> Mus musculus 

<400> 46 

Met Arg Pro Ser.Gly Thr Ala Arg Thr Thr Leu Leu Val Leu Leu Thr 
^5 10 15 



Ala Leu Cys Ala Ala Gly Gly Ala Leu Glu Glu Lys Lys Val Cys Gin 
20 25 30 



Gly Thr Ser Asn Arg Leu Thr Gin Leu Gly Thr Phe Glu Asp His Phe 
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35 



40 



45 



Leu Ser Leu Gin Arg Met Tyr Asn Asn Cys Glu Val Val Leu Gly Asn 
50 55 60 



Leu Glu lie Thr Tyr Val Gin Arg Asn Tyr Asp Leu Ser Phe Leu Lys 
65 70 75 80 



Thr lie Gin Glu Val Ala Gly Tyr Val Leu lie Ala Leu Asn Thr Val 
85 90 95 



Glu Arg Me Pro Leu Glu Asn Leu Gin lie lie Arg Gly Asn Ala Leu 
100 105 110 



Tyr Glu Asn Thr Tyr Ala Leu Ala lie Leu Ser Asn Tyr Gly Thr Asn 
115 120 125 



Arg Thr Gly Leu Arg Glu Leu Pro Met Arg Asn Leu Gin Glu lie Leu 
130 135 140 



Me Gly Ala Val. Arg Phe Ser Asn Asn Pro I le Leu Cys Asn Met Asp 
145 150 155 160 



Thr Me Gin Trp Arg Asp Me Val Gin Asn Val Phe Met Ser Asn Met 
165 170 175 



Ser Met Asp Leu Gin Ser His Pro Ser Ser Cys Pro Lys Cys Asp Pro 
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180 



185 



190 



Ser Cys Pro Asn Gly Ser Cys Trp Qly Gly Gly Glu GIu Asn Cys Gin 
195 200 205 



Lys Leu Thr Lys Me lie Cys Ala Gin Gin Cys Ser His Arg Cys Arg 
210 215 220 



Gly Arg Ser Pro Ser Asp Cys Cys His Asn Gin Cys Ala Ala Gly Cys 
225 230 



235 



240 



Thr Gly Pro Arg Glu Ser Asp Cys Leu Val Cys Gin Lys Phe Gin Asp 
245 250 255 



Glu Ala Thr Cys Lys Asp Thr Cys Pro Pro Leu Met Leu Tyr Asn Pro 
260 265 270 



Thr Thr Tyr Gin Met Asp Val Asn Pro Glu Gly Lys Tyr Ser Phe Gh 



275 



280 



285 



Ala Thr Cys Val. Lys Lys Cys Pro Arg Asn Tyr Val Val Thr Asp His 
290 295 300 



Gly Ser Cys Val Arg Ala Cys Gly Pro Asp Tyr Tyr Glu Val Glu Glu 
305 310 315 



Asp Gly lie Arg Lys Cys Lys Lys Cys Asp Gly Pro Cys Arg Lys Val 
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325 



330 



336 



Cys Asn Gly lie Gly Me Gly Glu Phe Lys Asp Thr Leu Ser lie Asn 
340 345 350 



Ala Thr Asn I le Lys His Phe Lys Tyr Cys Thr Ala lie Ser Gly Asp 
355 360 365 



Leu His lie Leu Pro Val Ala Phe Lys Gly Asp Ser Phe Thr Arg Thr 
370 375 380 



Pro Pro Leu Asp Pro Arg Glu Leu Glu Me Leu Lys Thr Val Lys Glu 
335 390 395 400 



I le Thr Gly Phe Leu Leu I le Gin Ala Trp Pro Asp Asn Trp Thr Asp 
405 410 415 



Leu His Ala Phe Glu Asn Leu Glu Me Me Arg Gly Arg Thr Lys Gin 
420 425 430 



His Gly Gin Phe Ser Leu Ala Val Val Gly Leu Asn I le Thr Ser Leu 
435 440 445 



Gly Leu Arg Ser Leu Lys Glu Me Ser Asp Gly Asp Val Me Me Ser 
450 455 460 



Gly Asn Arg Asn Leu Cys Tyr Ala Asn Thr Me Asn Trp Lys Lys Leu 
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465 



470 



475 



480 



Phe Gly Thr Pro Asn Gin Lys Thr Lys lie Met Asn Asn Arg Ala Glu 
485 490 



Lys Asp Cys Lys Ala Va I Asn His Va I Cys Asn Pro Leu Cys Ser Ser 
500 505 510 



Glu Gly Cys Trp Gly Pro Glu Pro Arg Asp Cys Val Ser Cys Gin Asn 
515 520 525 



Val Ser Arg Gly Arg Glu Cys Val Glu Lys Cys Asn I le Leu Glu 6h 



530 



535 



540 



Glu Pro Arg Giu Phe Val Glu Asn Ser Glu Cys lie Gin Cys His Pro 

550 555 560 



Glu Cys Leu Pro Gin Ala Met Asn i le Thr Cys Thr Gly Arg Gly Pro 
565 570 575 



Asp Asn Cys Me. Gin Cys Ala His Tyr lie Asp Gly Pro His Cys Val 
580 585 590 



Lys Thr Cys Pro Ala Gly I le Met Gly Glu Asn Asn Thr Leu Val Trp 
595 600 605 



Lys Tyr Ala Asp Ala Asn Asn Val Cys His Leu Cys His Ala Asn Cys 
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610 615 . 620 



Thr Tyr Gly Gys Ala Gly Pro Qly Leu Gin Qly Cys Glu Val Trp Pro 
625 630 635 640 



Ser Gly Tyr Val Gin Trp Gin Trp Me Leu Lys Thr Phe Trp Me 
645 650 655 



<210> 47 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> anti-EGFP siRNA 

<400> 47 

aagcagcagg acuucuuoaa g 21 

<210> 48 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> scrabmie II Duplex RNA 

<400> 48 

aagcgcgcuu uguaggauuc g 21 
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